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phate, stereochemistry, transamination,
Jhee, Yoshimura, Miles, Takeda, Miyahara,
Hirotsu, Soda, Kawata, Esaki, 679

aminoguanidine, calpain, crystallin, heredi-
tary cataract, inducible nitric oxide syn-
thase, Inomata, Hayashi, Shumiya, Kama-

shima, Ito, 771
aminopeptidase, peptidase, proline, prolyl

aminopeptddase, Serratia marcescens, sub-
strate recognition, Ito, Inoue, Kabashima,
Kanada, Huang, Ma, Azmi, Azab, Yoshim-
oto, 673

—, angiotensin, bradykinin, kallidin, metal-
lopeptidase, Hattori, Kitatani, Matsumoto,
Miyazawa, Rogi, Tsuruoka, Mizutani, Na-
tori, Tsujimoto, 755

amyloid (3 peptide, Alzheimer's disease, ca-
tabolism, neprilysiii, neutral endopeptd-
dase, Thkaki, Iwata, Tsubuki, Taniguchi,
Tbyoshima, Lu, Gerard, Gerard, Lee, Shiro-
tani, Saido, 897

angiotensin, aminopeptidase, bradykinin,
kalh'din, metallopeptidase, Hattori, Kita-
tani, Matsumoto, Miyazawa, Rogi, Tsu-
ruoka, Mizutani, Natori, Tsujimoto, 755

annexrn, glycosaminogrycan, phospholipid,
Satoh, Miwa, Kojima, Hirabayashi, Matsu-
moto, 377

—, caspase, caspase inhibitor, phosphati-
dylserine extemalization, zinc, Hamatake,
Iguchi, Hirano, Ishida, 933

anti-idiotype antibody, molecular mimicry,
MUC-1 antigen, Luo, Qi, Ma, Wang,
Wishart, 345

anti-phospholipid antibody syndrome, (Vsty"
coprotein I, lupus anticoagulant, mono-
clonal antibody, thrombosis, Itoh, Inuzuka,
Kohno, Wada, Shiku, Ohkura, Koto, 1017

antibody engineering, antibody fragment,
antigen binding, Pichia pastoris, single-
chain Fv, Andrade, Albuquerque, Moraes,
Brigido, Santos-Sdva, 891

antibody fragment, antibody engineering,
antigen binding, Pichia pastoris, single-
chain Fv, Andrade, Albuquerque, Moraes,
Brigido, Santos-Silva, 891

antigen binding, antibody engineering, anti-
body fragment, Pichia pastoris, single-
chain Fv, Andrade, Albuquerque, Moraes,
Brigido, Santos-Silva, 891

antimicrobial peptide, molecular dynamics
simulation, NMR solution structure, PCR
random mutagenesis, structure-function
relationship, thanatin, Taguchi, Kuwasako,
Suenaga, Okada, Momose, 745

apoE, astrocyte, astrocytoma, cholesterol,
HDL, Zhang, Ito, Koto, Yakoyama, 837

apoptosis, DAD1, Mcl-1, iV-linked glycosyla-
tion, taBN7, Makishima, Yoshimi, Komi-
yama, Hara, Nishimoto, 399

—, 3-aminobenzamide, cytolysis, poly(ADP-
ribose) polymerase, ricin, Komatsu, Naka-
gawa, Oda, Muramatsu, 463

archaea, glucokinase, hexokinase, hyperther-
mophiles, Pyrococcus furiosus, Thermococ-
cus litoralis, Koga, Yoshioka, Sakuraba,
Takahashi, Sakasegawa, Shimizu, Ohshi-
ma, 1079

Arg-gingipain, cysteine proteinases, Lys-gin-
gipain, periodontal diseases, Porphyromo-
nas gingwalis, Kadowaki, Nakayama,
Okamoto, Abe, Baba, Shi, Ratnayake,
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Yamamoto, 153
arginine methyltransferase, adenosine dial-

dehyde, lymphoblastoid cell, protein meth-
ylation, Lin, Hsieh, Li, Li, Pearson,
Pollard, Li, 493

astrocyte, apoE, astrocytoma, cholesterol,
HDL, Zhang, Ito, Koto, Yokoyama, 837

astrocytoma, apoE, astrocyte, cholesterol,
HDL, Zhang, Ito, Koto, Yokoyama, 837

atomic force microscopy, polynudeotide:ade-
nosine glycosidase, Red-Sepharose*, ribo-
some-inactivating protein, scanning force
microscopy, Barbieri, Valbonesi, Righi, Zuc-
cheri, Monti, Gorini, Samort, Stirpe, 883

ATP, AICA riboside, cell cycle, growth rate,
purine biosynthesis, Kondo, Yamaoka,
Honda, Miwa, Katashima, Moritani,
Yoshimoto, Hayashi, Itakura, 57

ATP analogues, energy transductdon, fluores-
cence, myosin, photoaffinity labeling,
Maruta, Homma, 695

ATP synthesis, ATPase inhibitor, F;FbATP-
ase, localized proton theory, membrane
potential, Iwatsuki, Lu, Yamaguchi, Ichi-
kawa, Hashimoto, 553

ATPase, CsS-particles, elongation factors,
mRNA, 30S-6SRNP, Ogata, Ohno, Terao,
Endo.l

—, E. coli, GTPase, 70S ribosome, Ogata,
Ohno, Morishita, Endo, Wada, 309

ATPase inhibitor, ATP synthesis, F,FoAase,
localized proton theory, membrane poten-
tial, Iwatsuki, Lu, Yamaguchi, Ichikawa,
Hashimoto, 553

autoantibodies, glycosylation, IgG, rheuma-
toid arthritis, rheumatoid factor, Matsu-
moto, Shikata, Takeuchi, Kojima, Mizu-
ochi,621

autoproteolysis, amino acid sequence, cal-
cium ion, Gloydiua halys brevicaudus, met-
alloprotease, Fujimura, Osfukawa, Tkrada,
Kimoto, 167

B

fJ-fucosidase, (J-glucosidase, glycosylation, re-
combinant expression, plant, Ketudat
Cairns, Champattanachai, Srisomsap,
Wittman-Liebold, Thiede, Suasti, 999

fi-glucosidase, fi-fucosidase, glycosylation, re-
combinant expression, plant, Ketudat
Cairns, Champattanachai, Srisomsap,
Wittman-Liebold, Thiede, Suasti, 999

Pj-glycoprotein I, antd-phospholipid antibody
syndrome, lupus anticoagulant, mono-
clonal antibody, thrombosis, Itoh, Inuzuka,
Kohno, Wada, Shiku, Ohkura, Koto, 1017

fl-turn, histidine-tryptophan interaction, N-
terminus, octapeptide repeat, prion pro-
tein, Yoshida, Matsushima, Kumaki, Naka-
ta, Hikichi, 271

B. subtUis, cell wall binding motif, spore pro-
tein, Kodama, Takamatsu, Asai, Oga-
sawara, Sadaie, Watabe, 655

bacteria, bioremediation, bioreactor, endo-
crine disrupter chemicals, nonylphenol,
Fujii, Urano, Ushio, Satomi, Iida, Ushio-
Sata,Kimura, 909

Bacteroides stercoris HJ-15, heparinase, he-
paran sulfate, purification, Kim, Kim, Kim,
Linhardt, Kim, 323

barotolerant Pseudomonas, barotropic phase
transition, differential scanning calorime-
try, hydrostatic pressure, membrane lipids,
Kaneko, Obuchi, Horikoshi, 727

barotropic phase transition, barotolerant
Pseudomonas, differential scanning calo-
rimetry, hydrostatic pressure, membrane
lipids, Kaneko, Obuchi, Horikoshi, 727

basal transcription, general repressor Tupl-
Ssn6, mediator, Saccftarumyces cereuisiae,
Sin4, Kunoh, Sakuno, Furukawa, Kaneko,
Harashima, 575

basement membrane, collagen IV, epithe-
lium, gene expression, testds, Saito, Naito,
Seki, Oohashi, Kimura, Momota, Kishiro,
Sado, Yoshioka, Ninomiya, 427

—, cathepsin L, 20-hydroxyecdysone, neural
remodeling, Sarcophaga peregrina, Fujii-
Thira, Tanaka, Homma, Natori, 539

binding protein, dimer, GlcNAc 2-epimerase,
high molecular weight, renin, lakahashi,
Kumagai, Shindo, Saito, Kawamura, 951

binding site, activation, aldo-keto reductase
family, 3a-hydroxysteroid dehydrogenase,
thyroxine, triiodothyronine, Yamamoto, No-
zaki, Shintani, Ishikura, Katagiri, Ham,
121

binding site structural motifs, docking stud-
ies, Erythrina corallodendron lectin,
Escherichia coli heat-labile enterotoxin, N-
acetyllactosamine binding, Teneberg, Bern-
tsson, Angstrom, 481

bioreactor, bacteria, bioremediation, endo-
crine disrupter chemicals, nonylphenol,
Fujii, Urano, Ushio, Satomi, Iida, Ushio-
Sata, Kimura, 909

bioremediation, bacteria, bioreactor, endo-
crine disrupter chemicals, nonylphenol,
Fujii, Urano, Ushio, Satomi, Iida, Ushio-
Sata, Kimura, 909

bisecting GlcNAc, iV-acetylglucosaminyl-
transferase, GnT-HT, nucleotide-sugar, sub-
strate specificity, Ikeda, Koyota, Ihara,
Yamaguchi, Korekane, Tsuda, Sasai, Tan-
iguchi, 609

bradykinin, aminopeptidase, angiotensin,
kallidin, metallopeptidase, Hattori, Kita-
tani, Matsumoto, Miyazawa, Rogi, Tsuru-
oka, Mizutani, Natori, Tsujimoto, 755

brain, -y-giutamyl transpeptidase, glutamyl
moiety, glutathione, membrane enzyme,
Yamaguchi, Takei, Araki, Ishii, Nagano,
Ichikawa, Kumanishi, Nawa, 101

C2 domain, Ca2* sensor, exocytosis, self-oligo-
merization, synaptotagmin, Fukuda, Miko-
shiba,637

C-terminal a-helix, human adenylate kinase,
hydrophobicity, Ayabe, Park, Takenaka,
lakenaka, Maruyama, Sumida, Onitsuka,
Hamada, 181

Cas*-regulatory function, scallop troponin C,
recombinants, Mg-ATPase activity, Ojima,
Koizumi, Ueyama, Inoue, Nishiia, 803

Ca1* sensor, C2 domain, exocytosis, self-oligo-
merization, synaptotagmin, Fukuda, Miko-
shiba, 637

calcium ion, amino acid sequence, autopro-
teolysis, doydius halys brevicaudus, met-
aUoprotease, Fujimura, Oshikawa, Terada,
Kimoto, 167

calmodulin, acidic calponin, actin, calpain,
proteolysis, Yoshimoto, Hori, Ozaki, Kar-
aki, 1045

calpain, aminoguanidine, crystallin, heredi-
tary cataract, inducible nitric oxide syn-
thase, Inomata, Hayashi, Shumiya, Kawa-
shima, Ito, 111

—, acidic calponin, actin, calmodulin, proteol-
ysis, Yoshimoto, Hori, Ozaki, Karaki, 1045

calpastatin, exon, isoform, multiple promot-
ers, protease inhibitor, Takano, Watanabe,
Hitomi, Maki, 83

cancer-associated retinopathy, neuron-specific
protein, paraneoplastic syndromes, polypy-
rimidine tract binding protein, PTB-like
protein, Kikuchi, Ichikawa, Ami, Tateiwa,
Fu, Higuchi, Yoshimura, 811

capacitative Ca2* entry, inositol 1,4,5-trispho-
sphate receptor, ryanodine receptor, tran-
sient receptor potential protein, Xue, Zhao,
Suda, Uchida, Oda, Chida, Ichiyama,
Nakamura,329

carboxyl proteinase, pepstatin-insensitive,
subsite preferences, substrate specificity,
thermostable enzyme, Oda, Ogasawara,
Oyama, Dunn, 499

carp, a-helix, differential scanning calorime-
try, light meromyosin, recombinant DNA,
Kakinuma, Hatanaka, Fukushima, Naka-
ya, Maeda, Doi, Ooi, Watabe, 11

caspase, annexin, caspase inhibitor, phos-
phatidylserine externalization, zinc,
Hamatake, Iguchi, Hirano, Ishida, 933

caspase inhibitor, annexin, caspase, phos-
phatidylserine externalization, zinc,
Hamatake, Iguchi, Hirano, Ishida, 933

catabolism, Alzheimer's disease, amyloid p
peptide, neprilysin, neutral endopeptidase,
Takaki, Iwata, Tsubuki, Taniguchi, Tbyo-
shima, Lu, Gerard, Gerard, Lee, Shirotani,
Saido, 897

catalase gene, core sequence, hepatocarcino-
genesis, silencer, transcriptional regula-
tion, Takeuchi, Nakamura, Kayasuga, Isa,
Sato, 1025

cathepsin B, hepatocyte, lysosome, mannose
6-phosphate, protein sorting, Tanaka, 7b-
naka, Kawabata, Noguchi, Himeno, 39

cathepsin L, basement membrane, 20-hy-
droxyecdysone, neural remodeling, Sarco-
phaga peregrina, Fujii-Taira, Tanaka,
Homma, Natori, 539

CBP/p300, IRF-3, phosphorylatdon, type I
interferon, virus infection, Suham, Yone-
yama, Iwamura, Yoshimura, Tamura, Na-
miki, Aimoto, Fujita, 301

cDNA cloning, cysteine proteinase, overex-
pression, phytocystatin, sunflower, Kou-
zuma, Inanaga, Doi-Kawano, Yamasaki,
Kimura, 161

cell cycle, AICA riboside, ATP, growth rate,
purine biosynthesis, Kondo, Yamaoka,
Honda, Miwa, Katashima, Moritani,
Yoshimoto, Hayashi, Itakura, 57

cell fusion, fusion protein, intracellular trans-
port, Af-linked oligosaccharide chain, Sen-
dai virus, Segawa, Yamashita, Kawakita,
Ttura, 65

cell wall binding motif; S. subtilis, spore pro-
tein, Kodama, Takamatsu, Asai, Oga-
sawara, Sadaie, Watabe, 655

CH/ir interaction, fluorophenylalanine, phe-
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nylalanine, thrombin receptor, Matsush-
ima, FujUa, Nose, ShimcJugashi, 225

chain entropy, disulfide, proteolysis, RNase,
stabilization, Futami, Tbda, Seno, Ish-
ikami, Yamada,245

chemical synthesis, disulfide linkage, molt-
inhibiting hormone, peptide thioester, Pro-
cambarus clarkii, Kawakami, Tbda, Akaji,
Nishimura, Nakatsuji, Ueno, Sonobe, Sono-
be, Aimoto, 455

chemotaxis, kinase inhibitors, myosin light-
chain kinase, Rho kinase, vascular smooth
muscle cells, Kishi, Bao, Kohama, 719

chloroplast, dolichol, microsomes, polyprenol,
prenyltransferase, spinach, Sakaihara,
Honda, Tateyama, Sagami, 1073

cholesterol, apoE, astrocyte, astrocytoma,
HDL, Zhang, Ito, Koto, Yokoyama, 837

cholesterol efflux, high-density lipoprotein,
macrophage, pregnenolone, reverse choles-
terol transport, Ikemoto, Furuchi, Ami,
Inoue, 251

chondroitin sulfate, chromosome mapping,
molecular cloning, proteoglycan, sulfo-
transferase, Okuda, Mita, Yamauchi,
Matsubara, Yogi, Yamamori, Fukuta,
Kuroiwa, Matsuda, Habuchi, 763

chromatin, actin-related protein, nuclear
localization, protein complex, transcrip-
tional regulation, Harata, Oma, Tabuchi,
Zhang, Stillman, Muuno, 665

chromosome, ABC transporter, GFP, inter-
feron-7, peptide transport, TAPL, Koba-
yashi, Kasano, Maeda, Hori, Motojima,
Suzuki, Fujiwara, Takahashi, Yabe, 7b-
naka, Kasahara, Yamaguchi, Maeda , 711

chromosome mapping, chondroitin sulfate,
molecular cloning, proteoglycan, sulfo-
transferase, Okuda, Mita, Yamauchi,
Matsubara, Yogi, Yamamon, Fukuta,
Kuroiwa, Matsuda, Habuchi, 763

citrate synthase, mitochondria, peroxisomes,
Saccharomyces cerevisiae, targeting signal,
Lee, Cho, Lee, Lee, Bae, Maeng, 1059

class II MHC, HLA-DR, peptide-binding
affinity, pocket engineering, Kim, Byun,
449

CLN2, lysosomes, neuronal ceroid lipofusci-
nosis, subunit c, tripeptidyl peptidase I,
Ezaki, Takeda-Ezaki, Kominami, 509

cloning, mantle, nonmusde myosin, pallial
cell layer, scallop, Hasegawa, 983

collagen, amino-propeptide, fibril, homotri-
mer, recombinant protein, Cluzel, Lethias,
Garrone, Exposito, 957

collagen IV, basement membrane, epithe-
lium, gene expression, testis, Saito, Naito,
SeJti, Oohashi, Kimura, Momota, Kishiro,
Sado, Yoshioka, Ninomiya, 427

compressibility, amino acid substitution, di-
hydrofolate reductase, flexible loops, struc-
tural flexibility, Gekko, Kamiyama, Ohmae,
Katayanagi, 21

computer program, peptide drug, protein evo-
lution, rational drug design, Ishida, Shirai,
Matsuda, Koto, Ohna, Isaji, Yamane, 561

COP I-coated vesicle, two-hybrid analysis,
vesicular transport, Futatsumori, Kasai,
Thkatsu, Shin, Nakayama, 793

core sequence, catalase gene, hepatocarcino-

genesis, silencer, transcriptional regula-
tion, Takeuchi, Nakamura, Kayasuga, Isa,
Sato, 1025

CpG island, imprinted genes, genomic im-
printing, KCNQ1DN, Wilms' tumors, Xin,
Soejima, Higashimoto, Yatsuki, Zhu,
Satoh, Masaki, Kaneko, Jinno, Fukuzawa,
Hata, Mukai, 847

crystal structure, MAD, L-methionine -y-lyase,
PLP enzyme, Pseudomonas putida, Moto-
shima, Inagaki, Kumasaka, Furuichi, Ino-
ue, Thmura, Esaki, Soda, Tanaka, Yama-
moto, Tanaka, 349

crystallin, aminoguanidine, calpain, heredi-
tary cataract, inducdble nitric oxide syn-
thase, Inomata, Hayashi, Shumiya, Kawa-
shima, Ito, 771

CsS-particles, ATPase, elongation factors,
mRNA, 30S-5SRNP, Ogata, Ohno, Terao,
Endo,\

CYP51, regulation, insulin, sterol 14-demeth-
ylase P450, sterol regulatory element bind-
ing protein (SREBP), streptozotocin, Yama-
shita, Kudo, Ishida, Nosfuro, Aoyama,
Yoshida,93

cysteine mutagenesis, E. coli, protein translo-
cation, SecG, sulfhydryl reagent, Naga-
mori, Nishiyama, Tbkuda, 129

cysteine proteinase, cDNA cloning, overex-
pression, phytocystatin, sunflower, Kou-
zuma, Inanaga, Doi-Kawano, Yamasaki,
Kimura, 161

—, fluorogenic substrate, Lys-gingipain, peri-
odontitis, Porphyromonas gingivalis, Abe,
Baba, Kadowaki, Okamoto, Okazaki, Asao,
Yamamoto, 877

—, Arg-gingipain, Lys-gingipain, periodonta]
diseases, Porphyromonas gingivalis, Kado-
waki, Nakayama, Okamoto, Abe, Baba,
Shi, Ratnayake, Yamamoto, 153

cytochrome bd, NADH-oxidase, Na* trans-
port, ubiquinol oxidase, Kim, Chi, Hwang,
Stark, Webster, 49

cytochrome c-553, cytochrome c oxidase, cyto-
chrome cbbj, Helicobacter pylori Koyanagi,
Nagata, Thmura, Tsukita, Sone, 371

cytochrome c oxidase, cytochrome c-553, cyto-
chrome cbb3, Helicobacter pylori Koyanagi,
Nagata, Tamura, Tsukita, Sone, 371

cytochrome cbbs, cytochrome c-553, cyto-
chrome c oxidase, Helicobacter pylori Koy-
anagi, Nagata, Thmura, Tsukita, Sone, 371

cytochrome P450, fatty acid a-hydroxylase,
heme-ligand interaction, peroxygenase,
Sphingomonas paucimobilis, Imai, Matsu-
naga, Kusunose, Ichihara, 189

cytochrome P450 4F2, A549 cell, fatty acid u>
hydroxylation, HepG2 cell, nuclear enve-
lope, Yamane, Abe, 827

cytochrome P450cam, oxygen activation, pro-
ton transfer, site-directed mutagenesis, X-
ray crystallography, Hishiki, Shimada, Na-
gano, Egawa, Kanamori, Makino, Park,
Adachi, Shiro, Ishimura, 965

cytokinesis, AIM-1, myosin II regulatory light
chain (MRLC), myosin light chain kinase
(MLCK), phosphorylation, Murata-Hori,
Fumoto, Fukuta, Iwasaki, Kikuchi, 7b-
tsuka, Hosoya, 903

cytolysis, 3-aminobenzamide, apoptosis, poly-
(ADP-ribose) polymerase, ricin, Komatsu,
Nakagawa, Oda, Muramatsu, 463

D

DAD1, apoptosis, Mcl-1, //-linked glycosyla-
tion, tsBN7, Makishima, Yoshimi, Kami-
yama, Hara, Nishimoto, 399

deficiency, histidine-rich glycoprotein, intrac-
ellular degradation, proteasome, Wakaba-
yashi, Yoshida, Shigekiyo, Koide, 201

denaturation, fluorescence quenching, matril-
ysin, matrix metalloproteinase, protein sta-
bility, Inouye, Tanaka, Oneda, 363

detergent, deuteration, diffusion coefficient,
NMR, RNA polymerase, Otomo, Yamazaki,
Murakami, Ishihama, Kyogoku, 337

deuteration, detergent, diffusion coefficient,
NMR, RNA polymerase, Otomo, Yamazaki,
Murakami, Ishihama, Kyogoku, 337

differential scanning calorimetry, ot-helix,
carp, light meromyosin, recombinant DNA,
Kakinuma, Hatanaka, Fukushima, Naka-
ya, Maeda, Doi, Ooi, Watabe, 11

—, barotolerant Pseudomonas, barotropic
phase transition, hydrostatic pressure,
membrane lipids, Kaneko, Obuchi, Horiko-
sW,727

diffusion coefficient, detergent, deuteration,
NMR, RNA polymerase, Otomo, Yamazaki,
Murakami, Ishihama, Kyogoku, 337

dihydrofolate reductase, amino acid substitu-
tion, compressibility, flexible loops, struc-
tural flexibility, Gekko, Kamiyama, Ohmae,
Katayanagi, 21

dimer, binding protein, GlcNAc 2-epimerase,
high molecular weight, renin, Takahashi,
Kumagai, Shindo, Saito, Kawamura, 951

dimethyl sulfoxide, enzyme activity, matril-
ysin, matrix metalloproteinase, salt activa-
tion, temperature, Oneda, Inouye, 785

directed evolution, active staining, prolyl
endopeptidase, thermostability, Uchiyama,
Inaoka, Ohkuma-Soyejima, Tbgame,
Shibanaka, Yoshimoto, Kokubo, 441

disulfide, chain entropy, proteolysis, RNase,
stabilization, Futami, Thda, Seno, Ishi-
kami, Yamada, 245

disulfide bond, epidermis, fatty acid-binding
protein, mass spectrometry, akin, Odani,
Namba, Ishii, Ono, Fujii, 355

disulfide linkage, chemical synthesis, molt-
inhibiting hormone, peptide thioester, Pro-
cambarus clarkii, Kawakami, Tbda, Akaji,
Nishimura, Nakatsuji, Ueno, Sonobe, Sono-
be, Aimoto, 455

divalent cations, fibrinogen, fibronectin re-
ceptor, integrin, RGD, Suehiro, Mizuguchi,
Nishiyama, Iwanaga, Farrell, Ohtaki, 705

Dnmtl, neurons, subcellular localization,
Inano, Suetake, Veda, Miyake, Nakamura,
Okada, Tajima, 315

docking studies, binding site structural
motifs, Erythrina carallodendron lectin,
Escherichia coli heat-labile enterotoxin, N-
acetyllactosamine binding, Teneberg, Bern-
tsson, Angstrdm, 481

dolichol, chloroplast, microsomes, polyprenol,
prenyltransferase, spinach, Sakaihara,
Honda, Tateyama, Sagami, 1073

domain conformational change, a-chymotryp-
sin, glycerol kinase, site-directed mutagen-
esis, Thermus aquaticus, Huang, Ito, Kaba-
shima, Yoshimoto, 207

dopa, dopamine, dopamine sulfate, manga-
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nese, tyrosine, Shirani Ranasinghe, Liu,
Sakakibara, Suiko, 477

dopamine, dopa, dopamine sulfate, manga-
nese, tyrosine, Shirani Ranasinghe, Liu,
Sakakibara, Suiko, 477

dopamine sulfate, dopa, dopamine, manga-
nese, tyrosine, Shirani Ranasinghe, Liu,
Sakakibara, Suiko, All

drug efflux, AcrAB, multidrug resistance,
site-directed mutagenesis, TolC, Kawabe,
Fujihira, Yamaguchi, 195

E

E. coli, cysteine mutagenesis, protein translo-
cation, SecG, sulfhydryl reagent, Naga-
mori, Nishiyama, Tbkuda, 129

—, ATPase, GTPase, 70S ribosome, Ogata,
Ohno, Monshita, Endo, Wada, 309

EGFP, Leptomycin B, NES, NLS, PKR, Thk-
izawa, Tatematsu, Watanabe, Yoshida,
Nakajima,411

electrophoretic mobility shift assay, neural
differentiation, retinoic acid, P19 embry-
onic carninoma cells, transcription factor,
Wakabayashi, Kageyama, Habit, Doi, Mori-
to, Nozaki, Yamamoto, Nishimune, 1087

ELJSA-based assay, amine-donor, microbial
transglutaminase, site-specific mutagene-
sis, Streptomyces protease inhibitor, sub-
strate specificity, Taguchi, Nishihama, Igi,
Ito, Thira, Motoki, Momose, 415

elongation factors, ATPase, CsS-particles,
mRNA, 30S-5SRNP, Ogata, Ohno, lento,
Endo,\

endocrine disrupter chemicals, bacteria, bio-
remediation, bioreactor, nonylphenol, Fujii,
Urano, Ushio, Satomi, Iida, Ushio-Sata,
Kimura, 909

endoglycoceramidase, gangliosides, glycosph-
ingolipids, homology cloning, NEP se-
quence, substrate specificity, Sakaguchi,
Okino, Sueyoshi, Izu, Ito, 145

endoplasmic reticulum, ADAM (MDC) family,
meltrin a (ADAM12), plasma membrane,
proteolytic processing, Kadota, Suzuki,
Nakagami, Izumi, Endo, 941

endothelial cells, glutathione, glyoxalase I,
nitrosative stress, S-nitrosoglutathione,
Mitsumoto, Kim, Oshima, Kunimoto, Oka-
wa, Iwamatsu, Nakagawa, 647

energy transduction, fluorescent probe, myo-
sin ATPase, transition state complex, X-ray
scattering, Maruta, Aihara, Uyehara,
Homma, Sugimoto, Wakabayashi, 687

—, ATP analogues, fluorescence, myosin, pho-
toaffinity labeling, Maruta, Homma, 695

enzyme activity, dimethyl sulfoxide, matril-
ysin, matrix metalloproteinase, salt activa-
tion, temperature, Oneda, Inouye, 785

enzyme-ligand interaction, D-amino acid oxi-
dase, flavoenzyme, nuclear magnetic reso-
nance, Raman spectra, Nishina, Sato,
Miura, Shiga, 213

epidermis, disulfide bond, fatty acid-binding
protein, mass spectrometry, skin, Odani,
Namba, Ishii, Ono, Fujii, 355

epithelium, basement membrane, collagen
IV, gene expression, testis, Saito, Naita,
Seki, Oohashi, Kimura, Momota, Kishiro,
Sado, Yoshioka, Ninomiya, 427

epitope mapping, F,-ATPase, monoclonal
antibodies, site directed mutagenesis,
Kamauchi, Fudemoto, Miki, Inoue, Kana-
zawa,629

ER stress, ER stress response element,
hypoxia, multiple transcription start sites,
ORP15O, Kaneda, Yura, Yanagi, 529

ER stress response element, ER stress,
hypoxia, multiple transcription start sites,
ORP150, Kaneda, Yura, Yanagi, 529

Erythrina corailodendron lectin, binding site
structural motifs, docking studies, Escheri-
chia coli heat-labile enterotoxin, iV-acetyl-
lactosamine binding, Teneberg, Berntsson,
Angstrom, 481

erythropoietin, glycoprotein, iV-glycan, Af-gly-
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ATPase, site directed mutagenesis, Kama-
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glycoprotein I, lupus anticoagulant, throm-
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MRLC, actin-activated MgATPase activity,
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morphism, variants, Choudhury, Moniaux,
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multidrug resistance, AcrAB, drug efflux,
site-directed mutagenesis, TblC, Kawabe,
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tuberosum lectins, Ciopraga, Angstrom,
Bergstrom, Larsson, Karlsson, Motas,
Gozia, Teneberg, 855

N-glycan, erythropoietin, glycoprotein, N-gly-
can function, AT-glycan-protein interaction,
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Na* transport, cytochrome bd, NADH-oxi-
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Kataoka, Sekiguchi, Shimazaki, Sato,
Takahashi, 407

neutral endopeptddase, Alzheimer's disease,
amyloid p peptide, catabolism, neprilysin,
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octapeptide repeat, fj-tum, histidine-trypto-
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atic elastase, spot synthesis, Hilpert, Han-
sen, Wessner, Schneider-Mergener, Hohne,
1051

ORP150, ER stress, ER stress response ele-
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sen, Wessner, Schneider-Mergener, Hohne,
1051

oxidative half-reaction, D-amino acid oxidase,
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p40fAa', NADPH oxidase, neutrophils, p6T**,
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Wakabayashi, Kageyama, Habu, Doi, Mori-
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pancreatic carcinoma, MUC4 mucin, poly-
morphism, variants, Choudhury, Moniaux,
Winpenny, Hollingsworth, Aubert, Batra,
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paraneoplastic syndromes, cancer-associated
retinopathy, neuron-specific protein, poly-
pyrimidine tract binding protein, PTB-like
protein, Kikuchi, Ichikawa, Arai, Tateiwa,
Fu, Higuchi, Yoshimura, 811
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terium lutescens IFO3084, lot, A'-piperi-
deine-6-carboxylate (P6C), Fujii, Nariia,
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PCR random mutagenesis, antimicrobial
peptide, molecular dynamics simulation,
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sako, Suenaga, Okada, Momose, 745
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subsite preferences, substrate specificity,
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peptidase, aminopeptidase, proline, prolyl
aminopeptidase, Serratia marcescens, sub-
strate recognition, Ito, Inoue, Kabashima,
Kanada, Huang, Ma, Azmi, Azab, Yoshim-
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peptide-binding affinity, class II MHC, HLA-
DR, pocket engineering, Kim, Byun, 449

peptide drug, computer program, protein evo-
lution, rational drug design, Ishida, Shirai,
Matsuda, Koto, Ohno, Isaji, Yamane, 561

peptide folding, N-terminal fragment, sta-
phylococcal nuclease, Yin, Jing, 113

peptide thioester, chemical synthesis, disul-
fide linkage, molt-inhibiting hormone, Pro-
cambarus clarkii, Kawakami, Tbda, Akaji,
Nishimura, Nakatsuji, Ueno, Sonobe, Sono-
be,Aimoto,455

peptide transport, ABC transporter, chromo-
some, GFP, interferon-7, TAPL, Kobayashi,
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periodontal diseases, Arg-gingipain, cysteine
proteinases, Lys-gingipain, Porphyromonas
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mota Abe, Baba, Shi, Ratnayake, Yama-
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periodontitis, cysteine proteinase, fluoro-
genic substrate, Lys-gingipain, Porphy-
romonas gingivalis, Abe, Baba, Kadowaki,
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ima, Fujita, Nose, Shimohigashi, 225

phorbol ester, neurotransmitter release,
phosphorylation, PKC, SNAP-25, Iwasaki,
Kataoka, Sekiguchi, Shimazalu, Sato,
Thkahashi, 407
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caspase, caspase inhibitor, zinc, Hamatake,
Iguchi, Hirano, Ishida, 933
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Satoh, Miwa, Kojima, Hirabayashi, Matsu-
moto,Zn
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interferon, virus infection, Suhara, Yone-
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—, neurotransmitter release, phorbol ester,
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chi, Shimazaki, Sato, Takahashi, 407
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phosphotransferase enzyme I, glucose trans-
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photoafnnity labeling, ATP analogues, energy
transduction, fluorescence, myosin, Maru-
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zuma, Inanaga, Doi-Kawano, Yamasaki,
Kimura, 161
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lation, secretion, site-specific mutagenesis,
Asami, Nagano, Ikematsu, Murasugi, 823
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—, PLB-985 cells, TFL-01, TPA, transfection,
Hao, Yang, Fujii, Yamauchi, Suzuki, Kiku-
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tion, recombinant expression, Ketudat
Cairns, Champattanachai, Srisomsap,
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ulfide linkage, molt-inhibiting hormone,
peptide thioester, Kawakami, Toda, Akaji,
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tidase, proline, Serratia marcescens, sub-
strate recognition, Ito, Inoue, Kabashima,
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dria, peroxisomes, Saccharomyces cerevi-
siae, Lee, Cho, Lee, Lee, Bat, Maeng, 1059

temperature, dimethyl sulfoxide, enzyme ac-
tivity, matrilysin, matrix metalloprotein-
ase, salt activation, Oneda, Inouye, 785

tertiary structure, aminodeoxychorismate
lyase, pyridoxal enzyme, reaction mecha-
nism, X-ray structure, Nakai, Mizutani,
Miyahara, Hirotsu, Thkeda, Jhee, Yoshi-
mura,Esaki,29

testds, basement membrane, collagen IV, epi-
thelium, gene expression, Saito, Naito,
Seki, Oohashi, Kimura, Momota, Kishiro,
Sado, Yoshioka, Ninomiya, 427

TFL-01, PKC, PLB-985 cells, TPA, transfec-
tion, Hao, Yang, Fujii, Yamauchi, Suzuki,
Kikuchi, Kaneda, Nakamura, 989

TGGE, Genome Profiling, random PCR, spe-
cies identification and information amount,
Nishigaki, Naimuddin, Hamano, 107

thanatin, antimicrobial peptide, molecular
dynamics simulation, NMR solution struc-
ture, PCR random mutagenesis, structure-
function relationship, Taguchi, Kuwasako,
Suenaga, Okada, Momose, 745

Thermococcus litoralis, archaea, glucokinase,
hexokinase, hyperthermophiles, Pyrococcus
furiosus, Koga, Yoshioka, Sakuraba, Tbka-
hashi, Sakasegawa, Shimizu, Ohshima,
1079

thermostability, active staining, directed evo-
lution, prolyl endopeptidase, Uchiyama,
Inaoka, Ohkuma-Soyejima, Tbgame,
Shibanaka, Yoshimoto, Kokubo, 441

—, oxidizing conditions, site-directed muta-
genesis, subtilisin E, sulfhydryl modifica-
tion, Thkagi, Hirai, Wada, Nakamori, 585

thermostable enzyme, carboxyl proteinase,
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aux, Winpenny, Hollingsworth, Aubert,
Batra,233

vascular smooth muscle cells, chemotaxiB, ki-
nase inhibitors, myosin light-chain kinase,
Rho kinase, Kishi, Boo, Kohama, 719

vesicular transport, COP I-coated veside,
two-hybrid analysis, Futatsumori, Kasai,
Thkatsu, Shin, Nakayama, 793

virus infection, CBP/p300, IRF-3, phosphory-

latdon, type I interferon, Suhara, Yon-
eyama, Iwamura, Yoshimura, Thmura,
Namiki, Aimoto, Fujita, 301

W

WD repeats, motor neuron, nerve regenera-
tion, neural development, sensory neuron,
Koto, Chen, Kiyama, Ikeda, Kimura, Naka-
shima, Toga, 923

Wilms' tumors, CpG island, imprinted genes,
genomic imprinting, KCNQ1DN, Xin, Soe-
jima, Higashimota, Yatsuki, Zhu, Satoh,
Masaki, Kaneko, Jinno, Fukuzawa, Hata,
Mukai,847

X-ray crystallography, D-amino acid oxidase,
flavoenzyme, oxidative half-reaction, pur-
ple intermediate, Mizutani, Miyahara,
Hirotsu, Ni8hina, Shiga, Setoyama, Miura,
73

—, cytochrome P450cam, oxygen activation,
proton transfer, site-directed mutagenesis,
Hishiki, Shimada, Nagano, Egawa, Kana-
mori, Makino, Park, Adachi, Shiro, Ishi-
mura, 965

X-ray scattering, energy transduction, fluo-
rescent probe, myosin ATPase, transition
state complex, Maruta, Aihara, Uyehara,
Homma, Sugimoto, Wakabayashi, 687

X-ray structure, aminodeoxychorismate
lyase, pyridoxal enzyme, reaction mecha-
nism, tertiary structure, Nakai, Mizutani,
Miyahara, Hirotsu, Tbkeda, Jhee, Yoshi-
mura, Esaki, 29

zinc, annexin, caspase, caspase inhibitor,
phosphatidylserine extemalization, Hama-
take, Iguchi, Hirano, Ishida, 933



THE JOURNAL
OF

BIOCHEMISTRY
EDITED FOR

THE JAPANESE BIOCHEMICAL SOCIETY

VOLUME 128, 2000

EDITORIAL BOARD

Biochemistry (I)
Biochemistry (II)
Molecular Biology
Cell
Biotechnology

ToshiaM KATADA (Tokyo)

Editor-in-Chief
Koichi SUZUKI (Tokyo)

Editors
Toshisuke KAWASAKI (Kyoto)
Eiki KOMINAMI (Tokyo)
Yoshiaki Fujn-KuRIYAMA (Sendai)
Tbshiaki KATADA (Tokyo)
Izumi KUMAGAI (Sendai)

Managing Editors
Tadaomi TAKENAWA (Tokyo)

Associate Editors
Biochemistry (I)

Biochemistry (II)

Molecular Biology

Cell

Biotechnology

Katsura Izui (Kyoto)
Hisao KATO (Suita)
Shuichi TSUJI (Hadano)
Kuniyo INOUYE (Kyoto)
Masaru TANOKURA (Tokyo)
Kenji YAMAMOTO (Fukuoka)
Fumio HANAOKA (Suita)
Motoya KATSUKI (Tokyo)
Hiroyuki SASAKI (Mishima)
Tatsuya HAGA (Tokyo)
Akihiko NAKANO (Wako)
Kenji SOBUE (Suita)
Shinji IIJIMA (Nagoya)
Yasufumi KANEDA (Suita)

Hideo KANOH (Sapporo)
Tadaomi TAKENAWA (Tokyo)
Akihito YAMAGUCHI (Ibaraki)
Taiji KATO (Nagoya)
Tomofusa TSUCHIYA (Okayama)

Kenshi HAYASHI (Fukuoka)
Kunihiro MATSUMOTO (Nagoya)
Masayuki YAMAMOTO (Tsukuba)
Atsushi MlYAJlMA (Tokyo)
Shigeo OHNO (Yokohama)

Masahiro IWAKURA (Tsukuba)
Eiichi TAMIYA (Ishikawa)

Advisory Board
Biochemistry (I)

Kurt DRICKAMER (Oxford)
Yoshimi HOMMA (Fukushima)
Kiyoshi KlTA (Tokyo)
Masatomo MAEDA (Suita)
Takaaki NISHIOKA (Kyoto)
Yukio SUGIURA (Uji)
Tetsuro YAMAMOTO (Kumamoto)
Shinji YOKOYAMA (Nagoya)

Kiyoshi FURUKAWA (Tokyo)
Tatsuro IRIMURA (Tokyo)
Hisatake KONDO (Sendai)
Alfred H. MERRILL, Jr. (Atlanta)
Fumihiko SATO (Kyoto)
Koji SUZUKI (TSU)
Hirohei YAMAMURA (Kobe)

Saburo HARA (Kyoto)
Makoto ITO (Fukuoka)
Ta-Hsiu LlAO (Taipei)
Taeko MIYAGI (Natori)
Kazuyuki SUGAHARA (Kobe)
Dennis E. VANCE (Edmonton)
Satoshi YAMASHTTA (Maebashi)



Biochemistry (II)
Elinor T. ADMAN (Seattle)
Masaaki HmoSE (Uji)
Akio ITO (Fukuoka)
Ushio KKKAWA (Kobe)
Kunihiro KUWAJIMA (Tokyo)
Norio MUTO (Shobara)
Noriaki TAKEGUCHI (Toyama)

Molecular Biology
Hiroyuki ARAKI (Mishima)
Akira HORH (Sendai)
Hidetoshi INOKO (Isehara)
Daisuke KTTAMURA (Noda)
Ken-ichirou MOROHASHI (Okazaki)
Lorenz POELLINGER (Stockholm)
Takashi TODA (London)
Hideyo YASUDA (Hachioji)

Cell
Toshiya ENDO (Nagoya)
Haruhiro HlGASHiDA (Kanazawa)
Kozo KAIBUCHI (Ikoma)
Eisuke MEKADA (Kurume)
Toru NAKANO (Suita)
Hiroshi OHNO (Kanazawa)
Mamoru SANO (Kyoto)
Mitsuo TAGAYA (Hachioji)

Biotechnology
Yoshiharu Doi (Wako)
Patricia A. JENNINGS (San Diego)
Iztimi KUBO (Hachioji)
Fumio MlZUTANl (Tsukuba)
Shigemi NORIOKA (Suita)
Kiyotaka SHIBA (Tokyo)
Toshifumi TAKEUCHI (Hiroshima)

Shoei FURUKAWA (Gifu)
Michio HOMMA (Nagoya)
Keiichi KAWANO (Toyama)
Takehiko KoiDE (Hyogo)
Peter MALONEY (Baltimore)
Hideaki NAGASE (London)
Koji YODA (Tokyo)

James D. ENGEL (Evanston)
Nobumichi HOZUMI (Noda)
Tetsuro ISHn (Tsukuba)
Hisao MASAI (Tokyo)
Tsunehiro MUKAI (Saga)
Tomokazu SUZUKI (Itami)
Morimasa WADA (Fukuoka)
Yoshihiro YONEDA (Suita)

YuMo Fujna (Fukuoka)
Masaki INAGAKI (Nagoya)
Akira KlKUCHl (Hiroshima)
Takashi MURAMATSU (Nagoya)
Kazuhisa NAKAYAMA (Tsukuba)
Harumasa OKAMOTO (Tsukuba)
Hiroyuki SUGIYAMA (Fukuoka)
Takashi YOKOTA (Tokyo)

Nobuyoshi ESAKI (Uji)
Makoto KlMURA (Fukuoka)
Isamu MATSUMOTO (Tokyo)
Teruyuki NAGAMUNE (Tokyo)
Takahiro OCHIYA (Tokyo)
Masayasu SUZUKI (Iizuka)
Norihiro TSUKAGOSHI (Nagoya)

Seisuke HATTORI (Kodaira)
Tokuji IKEDA (Kyoto)
Seiichi KAWASHIMA (Tokyo)
Konosuke KUMAKURA (Tokyo)
Tomonari MURAMATSU (Tokyo)
Toru SHIMIZU (Sendai)
Tadashi YOSHIMOTO (Nagasaki)

Akiyoshi FUKAMIZU (Tsukuba)
Toshinori IDE (Hiroshima)
Takeo KISHIMOTO (Yokohama)
Takeshi MIZUNO (Nagoya)
Yusaku NAKABEPPU (Fukuoka)
Shoji TAJIMA (Suita)
Masao YAMADA (Tokyo)

Yasuhisa FUKUI (Tokyo)
Makoto INUI (Ube)
Toshio KlTAMURA (Tokyo)
Shigekazu NAGATA (Suita)
Masuo OBINATA (Sendai)
David SAFFEN (Tokyo)
Tetsuya TAGA (Tokyo)
Akihiko YOSHIMURA (Kurume)

Shigehisa HlROSE (Yokohama)
Kazukiyo KOBAYASHI (Nagoya)
Kohnosuke MITANI (Los Angeles)
Satoshi NlSHKAWA (Tsukuba)
Teruo OKANO (Tokyo)
Yoshinobu TAKAKURA (Kyoto)

COPYRIGHT, 2000 © BY THE JAPANESE BIOCHEMICAL SOCIETY

PUBLISHED

BY

THE JAPANESE BIOCHEMICAL SOCIETY



CONTENTS OF VOLUME 128

XXV

No. 1, July, 2000

Regular Papers

An ATPase Center of Rat Liver 30S-5SRNP Particles

Differential Scanning Calorimetry of Light Meromyosin Fragments
Having Various Lengths of Carp Fast Skeletal Muscle Isoforms

Single Aminn Acid Substitutions in Flexible Loops Can Induce Large
Compressibility Changes in Dihydrofolate Reductase

Three-Dimensional Structure of 4-Amino-Deoxychorismate Lyase from
Escherichia coli

Lysosomal Cysteine Protease, Cathepsin B, Is Targeted to Lysosomes by
the Mannose 6-Phosphate-Independent Pathway in Rat Hepatocytes:
Site-Specific Phosphorylatdon in Oligosaccharides of the Proregion

Study of Cytochrome bo Function in Vitreoscilla Using a cyo~ Knockout
Mutant

The Rate of Cell Growth Is Regulated by Purine Biosynthesis via ATP
Production and Gt to S Phase Transition

Functional Analysis of the Individual Oligosaccharide Chains of Sendai
Virus Fusion Protein

Three-Dimensional Structure of the Purple Intermediate of Porcine Kid-
ney D-Amino Acid Oxidase. Optimization of the Oxidative Half-Reac-
tion through Alignment of the Product with Reduced Flavin

Four Types of Calpastatin Isoforms with Distinct Amino-Terminal
Sequences Are Specified by Alternative First Exons and Differentially
Expressed in Mouse Tissues

Insulin Is the Essential Factor Maintaining the Constitutive Expression
of Hepatic Sterol 14-Demethylase P450 (CYP51)

Molecular Characterization of a Novel Gamma-Glutamyl Transpepti-
dase Homologue Found in Rat Brain

Genome Profiling: A Realistic Solution for Genotype-Based Identifica-
tion of Species

Tryptophan 140 Is Important, but Serine 141 Is Essential for the For-
mation of the Integrated Conformation of Staphylococcal Nuclease

Structure-Specific Effects of Thyroxine Analogs on Human Liver 3a-
Hydroxysteroid Dehydrogenase

Two SecG Molecules Present in a Single Protein Translocation Machin-
ery Are Functional Even after Crosslinking

A Chimera-Like a-Amylase Inhibitor Suggesting the Evolution of
Phaseolus vulgaris a-Amylase Inhibitor

Cloning and Expression of Gene Encoding a Novel Endoglycoceramidase
of Rhodococcus sp. Strain C9

PAGE

K Ogata, R Ohno, K Terao, and Y. Endo

M. Kakinuma, A. H»t.nnnkfl;
H. Fukuahima, M. Nakaya, K Maeda,
Y. Doi, T. Ooi, and S. Watabe

K Gekko, T. Kamiyama, E. Ohmae, and
K. Katayanagi

T. Nakai, H. Mizutani, I. Miyahara,
K. Hirotsu, S. Takeda, K-H. Jhee,
T. Yoahimura, and N. Esaki

Y. Tanaka, R Tanaka, T. Kawabata,
Y. Noguchi, and M. Himeno

K-J. Kim, P.-Y. Chi, K.-W. Hwang,
B.C. Stark, and D A Webster

M. Kondo, T. Yamaoka, S. Honda,
Y. Miwa, R Katashima, M. Moritani,
K. Yoshimoto, Y. Hayashi, and M. Itakura

H. Segawa, T. Yamashita, M. Kawakita,
andH. Taira

H. Mizutani, I. Miyahara, K. Hirotsu,
Y. Niahina, K. Shiga, C. Setoyama,
andRMiura

J. Takano, M. Watanabe, K Hitomi, and
M.Malri

C. Yamashita, M. Kudo, H. Ishida,
M. Noshiro, Y. Aoyama, and Y. Yoshida

T Yamaguchi, N. Takei, K. Araki, K. Ishii,
T Nagano, T. Ichikawa, T Kumanishi,
and H. Nawa

K. Nishigaki, M. Naimuddin, and
K. Hamano

J.Yin and G. Jing

T Yamamoto, A. NozaM, S. Shintani,
S. Ishikura, Y. Katagiri, and A. Hara

S. Nagamori, K Nishiyama, and
RTokuda

S.Wato, KKamei.T.Arakawa, J.S. Philo,
J. Wen, S. Hara, and H. Yamaguchi

K Sakaguchi, N. Okino, N. Sueyoshi,
H. Izu, and M. Ito

21

29

39

49

57

65

73

83

93

101

107

113

121

129

139

145



XXVI CONTENTS OF VOLUME 128

PAGE

No. 2, August, 2000
JB Review

Porphyromonas gingiualis Proteinases as Virulence Determinants in
Progression of Periodontal Diseases

T. Kadowaki, K. Nakayama, K. Okamoto,
N. Abe, A. Baba, Y. Shi, D.B. Ratnayake,
and K. Yamamoto

153

Regular Papers

Molecular Cloning and Functional Expression of cDNA Encoding the
Cysteine Proteinase Inhibitor with Three Cystatdn Domains from
Sunflower Seeds

Primary Structure and Autoproteolysis of Brevilysin H6 from the
Venom of Gloydius halys brevicaudus

Structural Analysis of iV-Ldnked Sugar Chains of Human Blood Clotting
Factor IX

The Steady-State Kinetics of the Enzyme Reaction Tested by Site-
Directed Mutagenesis of Hydrophobic Residues (Val, Leu, and Cys) in
the C-Terminal a-Helix of Human Adenylate Kinase

Unique Heme Environment at the Putative Distal Region of Hydrogen
Peroxide—Dependent Fatty Acid a-Hydroxylase from Sphingomonas
paucimobilis (Peroxygenase P450SP,,)

Molecular Construction of a Multddrug Exporter System, AcrAB: Molec-
ular Interaction between AcrA and AcrB, and Cleavage of the N-Ter-
minnl Signal Sequence of AcrA

Intracellular Degradation of Histidine-Rich Glycoprotein Mutants:
Tokushima-1 and 2 Mutants Are Degraded by Different Proteolytic
Systems

Glutamate 83 Is Important for Stabilization of Domain—Domain Confor-
mation oiThermus aquaticus Glycerol Kinase

Substrate Recognition and Activation Mechanism of D-Amino Acid Chri-
dase: A Study Using Substrate Analogs

Edge-to-Face CH/TT Interaction between Ligand Phe-Phenyl and Recep-
tor Aromatic Group in the Thrombin Receptor Activation

Human MUC4 Mucin cDNA and Its Variants in Pancreatic Carcinoma

Stabilization of Human RNase
between Residues 4 and 118

1 by Introduction of a Disulfide Bond

Dual Pathways for the Secretion of Lysosomal Cholesterol into a
Medium from Cultured Macrophages

Molecular Cloning and Characterization of a Unique 60 kDa/72 kDa
Antigen Gene Encoding Enzyme I of the Phosphoenolpyruvate: Sugar
Phosphotransferase System (PTS) of Mycoplasma hyopneumoniae

NMR Studies of Model Peptddes of PHGGGWGQ Repeats within the N-
Terminus of Prion Proteins: A Loop Conformation with Histidine and
Tryptophan in Close Proximity

Studies on the Structure—Function Relationship of the HNK-1 Associ-
ated Glucuronyltransferase, GlcAT-P, by Computer Modeling and Site-
Directed Mutagenesis

Y. Kouzuma, H. Inanaga, K Doi-Kawano, 161
N. Yamasaki, and M. Kimura

& Fujimura, K. Oshikawa, & Terada, and 167
E. Kimoto

Y. Malrino, K Omichi, N. Kuraya, 175
H. Ogawa, H. Nishimura, S. Iwanaga, and
S. Hase

T. Ayabe, S.K Park, H. Takenaka, 181
O. Takenaka, H. Maruyama, M. Sumida,
T Onitsuka, and M. Hamada

Y. Imai, I. Matsunaga, E. Kusunose, and 189
K Ichihara

T Kawabe, E. Fujihira, and A. Yamaguchi 195

& Wakabayashi, H. Yoshida, T. Shigekiyo, 201
and T Koide

H.-S. Huang, K Ito, T. Kabashima, and 207
TYoshimoto

Y. Nishina, K. Sato, R. Miura, and 213
KShiga

A. Matsushima, T. Fvgita, T. Nose, and 225
Y. Shimohigashi

A. Choudhury, N. Moniaux, 233
J.P. Winpenny, MA Hollingsworth,
J.-P. Aubert, and &K Batra

J. Futami,H.Tada,M. Seno, aishikami, 245
and H. Yamada

M. Dcemoto, T Furuchi, H. Arai, and 251
K. Inoue

T-L. Chung, L. Rarh, Y.-L. Chen, and 261
D. Shiuan

H. Yoshida, N. Matsushima, Y. Rumaki, 271
M. Nakata, and K. Hikichi

K Ohtsubo, a Imajo, M. Ishiguro, 283
T Nakatani, a Oka, and T. Kawasaki



CONTENTS OF VOLUME 128 xxvu

Overexpression of Salicylate Hydroxylase and the Crucial Role of Lys163 K Suzuki, E. Asao, Y. Nakamura,
as Its NADH Binding Site

Analyses of Virus-Induced Homomeric and Heteromeric Protein Associ-
ations between IRF-3 and Coactdvator CBP/p300

Studies on ATPase(GTPase) Intrinsic to E. coli Ribosomes (1)

M. Nakamura, K. Ohnishi, and S. Fukuda

W. Suhara, M. Yoneyama, T. Iwamura,
S. Yoshimura, K Tamura, H. Namiki,
S. Aimoto, and T. Fujita

K. Ogata, R Ohno, R Morishita, Y. Endo,
and A. Wada

Maintenance-Type DNA Methyltransferase Is Highly Expressed in K. Inano, I. Suetake, T. Ueda, Y. Miyake,
Post-Mitotic Neurons and Localized in the Cytoplasmic Compartment M. Nakamura, M. Okada, and S. Tajima

Purification and Characterization of a Novel Heparinase from Bacteroi-
des stervnris HJ-15

Store Depletion by Caffeine/Ryanodine Activates Capacitative Ca2+

Entry in Nonexcitable A549 Cells

B.-T. Kim, W.-S. Kim, Y.S. Kim,
RJ. Linhardt, and D.-H. Kim

H.-H. Xue, D.-M. Zhao, T. Suda,
C. Uchida, T. Oda, K Chida, A. Ichiyama,
and H. Nakamura

Structural Study of the N-Terminal Domain of the Alpha Subunit of T. Otomo, T. Yamazaki, K. Murakami,
Escherichia coli RNA Polymerase SulubiUzed with Non-Denaturing A. Ishihama, and Y. Kyogoku
Detergents

No. 3, September, 2000

Rapid Communications

Molecular Mimicry of Human Tumor Antigen by Heavy Chain CDR3
Sequence of the Anti-Idiotypic Antibody

D. Luo, W. Qi, J. Ma, Y. J. Wang, and
D.Wishart

Crystal Structure of the Pyridoxal 5'-phosphate Dependent L-Methion- H. Motoahima, K Inagaki, T. Kumasaka,
ine -y-Lyase from Pseudomonas putdda M- Furuichi, H. Inoue, T. Tamura,

N. Esaki, K. Soda, N. Tanaka,
M. Yamamoto, and H. Tanaka

PAGE

293

301

309

315

323

329

337

345

349

Regular Papers

Disulfide Bonds in Rat Cutaneous Fatty Acid-Binding Protein

States of Tryptophyl Residues and Stability of Recombinant Human
Matrix Metalloproteinase 7 (Matrilysin) as Examined by Fluorescence

Purification and Characterization of Cytochrome c-553 from Helicobac-
ter pylori

Ligand-Binding Properties of Annexin from Caenorhabditis elegans
(Annexin XVI, Nex-1)

Molecular Cloning and Characterization of cDNAs Encoding Two Iso-
forms of Ribulose-1,5-Bisphosphate Carboxylase/Oxygenase Actdvase
in Rice (Oryza saliva L.)

Characterization of L-Lysine 6-Aminotransferase and Its Structural
Gene from Flavobacterium lutescens IFO3084

A Subunit of the Mammalian Oligosaccharyltransferase, DAD1, Inter-
acts with Mcl-1, One of the bcl-2 Protein Family

Two Distinct Mechanisms Underlie the Stimulation of Neurotransmit-
ter Release by Phorbol Esters in Clonal Rat Pheochromocytoma PC 12
Cells

Substrate Specificity Analysis of Microbial Transglutaminase Using Pro-
teinaceous Protease Inhibitors as Natural Model Substrates

S.0dani,Y Namba, A. Ishii, T. Ono.and 355
H. Fujii

K. Inouye, H. Tanaka, and H. Oneda 363

S. Koyanagi, K. Nagata, T. Tamura, 371
S. Tsukita, and N. Sone

A. Satoh, M. Hazuki, K Kojima, 377
J. Hirabayashi, and I. Matsumoto

Z. Zhang and S. Komateu 383

T Fujii, T. Narita, H. Agematu, N. Agata, 391
andK. Isshiki

T. Makishima, M. Yoshimi, S. Komiyama, 399
N. Hara, and T. Nishimoto

S. Iwasaki, M. Kataoka, M. Sekiguchi, 407
Y. Shimazaki, K Sato, and M. Takahashi

S. Taguchi, K Nishihama, K Igi, K Ito, 415
H. Taira, M. Motoki, and H. Momose



xxvm CONTENTS OF VOLUME 128

Differential Expression of Mouse a5(IV) and a6(IV) Collagen Genes in
Epithelial Basement Membranes

Activation of Actin-Activated MgATPase Activity of Myosin II by Phos-
phorylation with MAPK-Activated Protein Kinase-lb (RSK-2)

Directed Evolution to Improve the Thermostability of Prolyl Endopepti-
dase

Modulation of the Peptide-Binding Specifity of a Single-Chain Class II
Major Histocompatibility Complex

Synthesis of a Molt-Inhibiting Hormone of the American Crayfish, Pro-
cambarus clarkii, and Determination of the Location of Its Disulfide
Linkages

Depletion of Intracellular NAD+ and ATP Levels during Ricin-Induced
Apoptosis through the Specific Ribosomal Inactivation Results in the
Cytolysis of U937 Cells

Three Leucine-Rich Sequences and the N-Terminal Region of Double-
Stranded RNA-Activated Protein Kinase (PKR) Are Responsible for
Its Cytoplasmic LocaHzation

Manganese Administration Induces the Increased Production of Dopa-
mine Sulfate and Depletion of Dopamine in Sprague-Dawley Rats

Common Architecture of the Primary Galactose Binding Sites ofEryth-
rina corallodendron Lectin and Heat-Labile Enterotoxin from Escheri-
chia coli in Relation to the Binding of Branched Neolactohexaosyl-
ceramide

Protein Af-Arginine Methylation in Subcellular Fractions of Lympho-
blastoid Cells

Subsite Preferences of Pepstatin-Insensitive Carboxyl Proteinases from
Prokaryotes: Rumamolysin, a Thermostable Pepstatin-Insensitive
Carboxyl Proteinase

Tripeptidyl Peptidase I, the Late Infantile Neuronal Ceroid Iipofuscino-
sis Gene Product, Initiates the Lysosomal Degradation of Subunit c of
ATP Synthase

Transcriptional Regulation of the Human FTZ-F1 Gene Encoding
Ad4BP/SF-l

Production of Three Distinct mRNAs of 150 kDa Oxygen-Regulated Pro-
tein (ORP150) by Alternative Promoters: Preferential Induction of
One Species under Stress Conditions

Hydrolysis and Synthesis of Substrate Proteins for Cathepsin L in the
Brain Basement Membranes of Sarcophaga during Metamorphosis

Corrections

Regular Papers

No. 4, October, 2000

Metabolism of Palmitic and Docosahexaenoic Acids in Reuber H35
Hepatoma Cells

PAGE
K Saito, I. Naito, T. Seki, T Oohashi, 427
E. Kimura, R. Momota, Y. Kishiro,
Y. Sado, H. Yoshioka, and Y. Ninomiya

F. Suizu, K Ueda, T. Iwasaki, 435
M. Murata-Hori, and H. Hosoya

H. Ucbiyamn, T. Inaoka, 441
T Ohkuma-Soyejima, H. Tbgame,
Y. Shibanaka, T. Yoshimoto, and
T.Kokubo

S.T. Kim and S.M. Byun 449

T. Kawakami, C. Toda, K Akaji, 455
T Nishimura, T. Nakatsuji, K Ueno,
M. Sonobe, H. Sonobe, and S. Aimoto

N. Komateu, M. Nakagawa, T. Oda, and 463
T Muramatsu

T Takizawa, C. Tatemateu, M. Watanabe, 471
M. Yoshida, and K Nakajima

J.G. Shirani Ranaainghe, M.-C. Liu,
Y. Sakakibara, and M. Suiko

S. Teneberg, A. Berntsson, and
J. Angstrom

C.-H. Lin, M. Hsieh, Y.-C. Li, S.-Y. Li,
D.L. Pearson, KM. Pollard, and C. Li

K. Oda, S. Ogasawara, H. Oyama, and
B.M.Dunn

J. Ezaki, M. Takeda-Ezaki, and
E. Kominami

K Oba, T. Yanase, I. Ichino, K Goto,
R. Takayanagi, and H. Nawata

& Kaneda, T. Yura, and H. Yanagi

I. Fujii-Taira, Y. Tanaka, KJ. Homma,
and S. Natori

477

481

493

499

509

517

529

539

543

M. Martfnez-Cayuela,
M.C. Garcfa-Pelayo, A. Linares, Etnd
E. Garcfa-Peregrin

Binding of an Intrinsic ATPase Inhibitor to the F^oATPase in Phospho- H. Iwatsuki, Y.-M. Lu, K Yamaguchi,
rylating Conditions of Yeast Mitochondria N- Ichikawa, and T. Hashimoto

545

553



CONTENTS OF VOLUME 128 XXIX

EmPLiCS: An Empirical Approach for Structure-Based Design of Natu-
ral Peptide Drugs

Genetic Characterization of rbt Mutants That Enhance Basal Transcrip-
tion from Core Promoters in Saccharomyces cerevisiae

Enhanced Thermostability of the Single-Cys Mutant Subtilisin E under
Oxidizing Conditions

The Role of Structural Intersubunit Microheterogeneity in the Regula-
tion of the Activity in Hysteresis of Ribulose 1,5-Bisphosphate Carbox-
ylase/Oxygenase

Mouse T-Cell Antigen Rt6.1 Has Thiol-Dependent NAD Glycohydrolase
Activity

Kinetic Basis for the Donor Nucleotide-Sugar Specificity of fil,4-N-
Acetylglucosaminyltransferase HI

Autoantibody Activity of IgG Rheumatoid Factor Increases with De-
creasing Levels of Galactosylatdon and Sialylation

Monoclonal Antibodies Recognizing Surface Residues of the (3 Subunit of
Escherichia coli F, ATPase: Functional Importance of the Epitope Res-
idues

Calcium-Dependent and -Independent Hetero-Oligomerization in the
Synaptotagmin Family

Nitric Oxide Inactivates Glyoxalase I in Cooperation with Glutathione

Synthesis and Characterization of the Spore Proteins of Bacillus subtUis
YdhD, YkuD, and YkvP, Which Carry a Motif Conserved among Cell
Wall Binding Proteins

Multiple Actin-Related Proteins of Saccharomyces cerevisiae Are Present
in the Nucleus

Substrate Recognition Mechanism of Prolyl Aminopeptidase from Serra-
tia marcescens

Stereochemistry of the Transamination Reaction Catalyzed by Aminode-
oxychorismate Lyase from Escherichia coli: Close Relationship be-
tween Fold Type and Stereochemistry

Solution Structure of Myosin-ADP-MgFn Ternary Complex by Fluores-
cent Probes and Small-Angle Synchrotron X-Ray Scattering

Conformational Changes in the Unique Loops Bordering the ATP Bind-
ing Cleft of Skeletal Muscle Myosin Mediate Energy Transductdon

Fibrinogen Binds to Integrin a6P1 via the Carboxyl-Terminal RGD Site
of the Ao-Chain

A Half-Type ABC Transporter TAPL Is Highly Conserved between
Rodent and Man, and the Human Gene Is Not Responsive to Inter-
feron-7 in Contrast to TAP1 and TAP2

PAGE
H. Ishida, T. Shirai, Y. Matsuda, 561
Y. Kato, M. Ohno, T. Isaji, and T. Yamane

T. Kunoh, T. Sakuno, T Furukawa, 575
Y. Kaneko, and S. Harashima

H. Takagi, K. Hirai, M. Wada, and 585
S. Nakamori

K. Uemura, N. Shibata, Anwaruzzaman, 591
M. Fujiwara, T. Higuchi, H. Kobayashi,
Y. Kai,andA.Yokota

N. Hara, M. Tterashima, M. Shimoyama, 601
and M. Tsuchiya

Y. Dceda, S. Koyota, H. Ihara, 609
Y. Yamaguchi, H. Korekane, T. Tsuda,
K Sasai, and N. Taniguchi

A. Matsumoto, K. Shikata, F. Takeuchi, 621
N. Kojima, and T Mizuochi

S. Kamauchi, T. Fudemoto, J. Miki, 629
H. Inoue, and H. Kanazawa

M. Fukuda and K Mikoshiba 637

A. Mitsumoto, K-R. Kim, G. Oshima, 647
M. Kunimoto, K. Okawa, A, Iwainatsu,
and Y. Nakagawa

T. Kodama, H. Takamateu, K. Asai, 655
N. Ogasawara, Y. Sadaie, and K. Watabe

M.Harata,Y.Oma,T.Tabuchi, Y.Zhang, 665
D J . StilLman, and S. Mizuno

K Ito, T. Inoue, T Kabashima, N. Kanada, 673
H.-S. Huang, X. Ma, N. Azmi, E. Azab,
and T. Yoshimoto

K-H. Jhee, T. Yoshimura, E.W. Miles, 679
S. Takeda, I. Miyahara, K. Hirotsu,
K Soda, Y. Kawata, and N. Esaki

S. Maruta, T. Aihara, Y. Uyehara, 687
K Homma, Y. Sugimoto, and
K. Wakabayashi

S. Maruta and K, Homma 695

K Suehiro, J. Mizuguchi, K Nishiyama, 705
S. Iwanaga, D.H. Farrell, and S. Ohtaki

A. Kobayashi, M. Kasano, T Maeda, 711
S. Hori, K Motojima, M. Suzuki,
T. Fujiwara, E. Takahashi, T. Yabe,
K lanaka, M. Kasahara, Y. Yamaguchi,
and M. Maeda



XXX CONTENTS OF VOLUME 128

PAGE

No. 5, November, 2000

Rapid Communications

Inhibitory Effects of ML-9, Wortmannin, and Y-27632 on the Chemo- H. Kishi, J. Bao, and K Kohama 719
taxis of Vascular Smooth Muscle Cells in Response to Platelet-Derived
Growth Factor-BB

Yeast Ulpl, an Smt3-Specific Protease, Associates with Nucleoporins Y. Tlakahashi, J. Mizoi, A. Toh-e, and 723
Y.Kikuchi

DiflFerentdal Scanning Calorimetry Study on the Inner Membrane Lipids H. Kaneko, K. Obuchi, and K. Horikoshi 727
Prepared from Barotolerant Pseudomonas sp. BT1

Regular Papers

Stabilization of Human Recombinant Erythropoietin through Interac- T. Toyoda, T. Itai, T. Arakawa, KH. Aoki, 731
tions with the Highly Branched iV-Glycans and H- Yamaguchi

Double Point Mutant F34W/W140F of Staphylococcal Nuclease Is in a Y. Li and G. Jing 739
Molten Globule State but Highly Competent to Fold into a Functional
Conformation

Functional Mapping against Escherichia coli for the Broad-Spectrum S. Taguchi, K Kuwasako, A. Suenaga, 745
Antimicrobial Peptdde, Thanatin, Based on an In Vivo Monitoring M- Okada, and H. Momose
Assay System

Characterization of Recombinant Human Adipocyte-Derived Leucine A. Hattori, K. Kitatani, H. Matsumoto, 755
Aminopeptidase Expressed in Chinese Hamster Ovary Cells s- Miyazawa, T. Rogi, N. Tsuruoka,

S. Mizutani, Y. Natori, and M. Tsujimoto

Molecular Cloning, Expression, and Chromosomal Mapping of Human T. Okuda, S. Mita, S. Yamauchi, 763
Chondroitin 4-Sulfotransferase, Whose Expression Pattern in Human T. Mateubara, F. Yagi, D. Yamamori,
Tissues Is Different from That of Chondroitin 6-Sulfotransferase %• £¥"*?•• ^ K u r o i w a > Y Matsuda, and

0. Habuchi
Aminoguanidine-Treatment Results in the Inhibition of Lens Opacifica- M. Inomata, M. Hayashi, S. Shumiya, 771

tion and Calpain-Mediated Proteolysis in Shumiya Cataract Rats S. Kawashima, and Y. Ito
(SCR)

Relationships of 040°*°* with p67pAo1 in the Activation and Expression of S. TsunawaH and K. Yoshikawa 777
the Human Respiratory Burst NADPH Oxidase

Effects of Dimethyl Sulfoxide, Temperature, and Sodium Chloride on the H. Oneda and K. Inouye 785
Activity of Human Matrix Metalloproteinase 7 (Matrilysin)

Identification and Characterization of Novel Isoforms of COP I Subunits M. Futatsumori, K Kasai, H. Takatsu, 793
H.-W. Shin, and K. Nakayama

Functional Role of Ca2+-Binding Site IV of Scallop Troponin C T. Qjima, N. Koizumi, K Ueyama, 803
A. Inoue, and K. Nishita

Molecular Cloning and Characterization of a New Neuron-Specific T. Kikuchi, M. Ichikawa, J. Arai, 811
Homologue of Rat Polypyrimidine Tract Binding Protein H. Tkteiwa, L. Fu, K Higuchi, and

N.Yoshimura

An Approach to the Removal of Yeast Specific O-Linked Oligo-Mannoses Y. Asami, H. Nagano, S. Ikematsu, 823
from Human Midkine Expressed in Pichia pastoris Using Site-Specific A- Murasugi
Mutagenesis

co-Hydroxylation Activity toward Leukotriene B4 and Polyunsaturated M. Yamane and A. Abe 827
Fatty Acids in the Human Hepatoblastoma Cell line, HepG2, and
Human Lung Adenocarcinoma Cell Line, A549

Cholesterol Homeostasis in Rat Astrocytoma Cells GA-1 L.-Y. Zhang, J. Ito, T. Kato, and 837
S. Yokoyama



CONTENTS OF VOLUME 128

A Novel Imprinted Gene, KCNQ1DN, within the WT2 Critical Region of
Human Chromosome Ilpl5.5 and Its Reduced Expression in Wilms'
Tumor

Isolectins from Solanum tuberosum with Different Detailed Carbohy-
drate Binding Specificities: Unexpected Recognition of Lactosylceram-
ide by iV-Acetyllactosamine-Binding Lectins

Efficient Cloning and Engineering of Giant DNAs in a Novel Bacillus
subtilis Genome Vector

Design and Synthesis of Sensitive Fluorogenic Substrates Specific for
Lys-Gingipain

BolynucleotideiAdenosine Glycosidase Is the Sole Activity of Ribosome-
Inactivating Proteins on DNA

No. 6, December, 2000

Z. Xin, H. Soejima, K. Higashimoto,
H. Yatsuki, X. Zhu, Y. Satoh, Z. Masaki,
Y. Kaneko, Y. Jinno, R Fukuzawa,
J. Hata, andT. Mukai

J. Ciopraga, J. Angstrom,
J. Bergstrom, T. Larsson, N. Karlsson,
C. Motas, O. Gozia, and S. Teneberg

M. Itaya, T. Nagata, T. Shiroishi,
K Fujita, and K Tsuge

N. Abe, A Baba, T Kadowaki,
K. Okamoto, S. Okazaki, T Asao, and
K. Yamamoto

L. Barbieri, P. Valbonesi, F. Righi,
G. Zuccheri, F. Monti, P. Gorini,
B. Samori, and F. Stirpe

PAGE
847

855

869

877

883

Rapid Communications

Single-Chain Fv with Fc Fragment of the Human IgGl Tag: Construe- E.V. Andrade, F.C. Albuquerque,
tion, Pichia pastoris Expression and Antigen Binding Characterization L.M.P. Moraes, M.M. Brfgido, and

MA Santos-Silva

Biochemical Identification of the Neutral Endopeptddase Family Member Y. Takaki, N. Iwata, S. Tsubuki,
Responsible for the Catabolism of Amyloid B Peptide in the Brain S. Taniguchi, S. Toyoshima, B. Lu,

N.P. Gerard, C. Gerard, H.-J. Lee,
K Shirotani, and T.C. Saido

Myosin II Regulatory light Chain as a Novel Substrate for AIM-1, an
Aurora/Ipllp-Related Kinase from Rat

Regular Papers

Profile of a Nonylphenol-Degrading Microflora and Its Potential for
Bioremedial Applications

Significance of Asn-77 and Trp-78 in the Catalytic Function of Undeca-
prenyl Diphosphate Synthase of Micrococcus luteus B-P 26

Identification of a Novel WD Repeat-Containing Gene Predominantly
Expressed in Developing and Regenerating Neurons

Zinc Induces Mixed Types of Cell Death, Necrosis, and Apoptosis, in
Molt-4 Cells

Endogenous Meltrin a Is Ubiquitously Expressed and Associated with
the Plasma Membrane but Exogenous Meltrin a Is Retained in the
Endoplasmic Reticulum

Renin Inhibits iV-Acetyl-D-Glucosamine 2-Epimerase (Renin-Binding
Protein)

Production in Mammalian Cells of Chimeric Human/Sea Urchin Procol-
lagen Molecules Displaying Distinct Versions of the Minor Triple Helix

X-Ray Crystal Structure and Catalytic Properties of Thr252He Mutant
of Cytochrome P450cam: Roles of Thr252 and Water in the Active Cen-
ter

Cloning and Characterization of ped Encoding A'-Piperideine-6-Carboxy-
late Dehydrogenase from Flavobacterium lutescens IFO3084

M. Murata-Hori, K. Fumoto, Y. Fukuta,
T. Iwasaki, A. Kikuchi, M. Tatsuka, and
H. Hosoya

891

897

903

K Fujii, N. Urano, H. Ushio, M. Satomi,
H. Iida, N. Ushio-Sata, and S. Kimura

K Fujikura, Y.-W. Zhang, H. Yoshizaki,
T. Nishino, and T. Koyama

H. Kato, S. Chen, H. Kiyama, K Ikeda,
N. Kimura, K. Nakashima, and T. Taga

M. Hamatake, K. Iguchi, K. Hirano, and
RIshida

N. Kadota, A. Suzuki, Y. Nakagami,
T Izumi, and T. Endo

S. Takahashi, M. Kumagai, S. Shindo,
K. Saito, and Y. Kawamura

C. Cluzel, C. Lethias, R Garrone, and
J.-Y. Exposito

T Hishiki, H. Shimada, S. Nagano,
T. Egawa, Y. Kanamori, R Makino,
S.-Y. Park, S. Adachi, Y. Shiro, and
Y. Ishimura

909

917

923

933

941

951

957

965

T. Fujii, T. Narita, H. Agematu, N. Agata, 975
and K. Isshiki



xxxn CONTENTS OF VOLUME 128

Isolation of a cDNA Encoding the Motor Domain of Nonmuscle Myosin
Which Is Specifically Expressed in the Mantle Pallial Cell Layer of
Scallop (Patinopecten yessoensis)

Phorbol Ester-Potentiated Iiposomal Transfection to Monocytdc PLB-
985 Cells

Sequence and Expression of Thai Rosewood fJ-Glucosidase/p-Fucosidase,
a Family 1 Glycosyl Hydrolase Glycoprotein

Kinetic Analysis of Interaction of Different Types of Rheumatoid Factors
with Immobilized IgG Using Surface Plasmon Resonance

Highly Increased Plasma Concentrations of the Nicked Form of (32 Glyco-
protein I in Patients with Leukemia and with Lupus Anticoagulant:
Measurement with a Monoclonal Antibody Specific for a Nicked Form
of Domain V

Multiple Elements for Negative Regulation of the Rat Catalase Gene
Expression in Dedifferentiated Hepatoma Cells

Genomic Organization and Transcriptional Regulation of the Mouse
GD3 Synthase Gene (STSSia D: Comparison of Genomic Organization
of the Mouse Sialyltransferase Genes

Proteolysis of Acidic Calponin by ^-Calpain

Characterizing and Optimizing Protease/Peptide Inhibitor Interactions,
a New Application for Spot Synthesis

Identification of a Cryptic N-Terminal Signal in Saccharomyces cerevi-
siae Peroxisomal Citrate Synthase That Functions in Both Peroxiso-
mal and Mitochondrial Targeting

Subcellular Fractdonation of Polyprenyl Diphosphate Synthase Activities
Responsible for the Syntheses of Polyprenols and Dolichols in Spinach
Leaves

Biochemical Characterization, Cloning, and Sequencing of ADP-Depen-
dent (AMP-Forming) Glucokinase from Two Hyperthermophilic
Archaea, Pyrococcus fiiriosus and Thermococcus litoralis

A Novel Cis-Acting Element Regulates HES-1 Gene Expression in P19
Embryonal Carcinoma Cells Treated with Retinoic Acid

PAGE
Y. Hasegawa 983

L.J.Hao, D.Yang, Y.Fujii, A Yamauchi, 989
N. Suzuki, H. Kikuchi, Y. Kaneda, and
M. Nakamura

J.R Ketudat Cairns, V. Champattanachai, 999
C. Srisomsap, B. Wittman-Liebold,
B. Thiede, and J. Svasti

A. Mat8umoto, N. Kqjima, F. Takeuchi, 1009
andT Mizuochi

Y. Itoh, K Inuzuka, I. Kohno, H. Wada, 1017
H. Shiku, N. Ohkura, and H. Kato

T Takeuchi, S. Nakamura, A. Kayasuga, 1025
S. Isa, and K Sato

S. Takashima, M. Kono, N. Kurosawa, 1033
Y. Yoshida, Y. Tachida, M. Inoue,
T. Kanematsu, and S. Tsuji

R Yoshimoto, M. Hori, H. Ozaki, and 1045
HKaraki

K Hilpert, G. Hansea, H. Wessner, 1051
J. Schneider-Mergener, and W. Hohne

J.G. Lee, S.P. Cho, H.S. Lee, C.H. Lee, 1059
K.S. Bae, and PJ. Maeng

T. Sakaihara, A. Honda, S. Tateyama, and 1073
H. Sagami

S. Koga, I. Yoshioka, H. Sakuraba, 1079
M. Takahashi, S. Sakasegawa,
S. Shimizu, and T. Ohshima

N. Wakabayashi, R Kageyama, 1087
T. Habu, T. Doi, T. Morita, M. NozaM,
M. Yamamoto, and Y. Nishimune



(Continued from back cover)

Multiple Elements for Negative Regulation of the Rat Catalase Gene Expres-
sion in Dedifferentiated Hepatoma Cells

A Novel Cis-Acting Element Regulates HES-1 Gene Expression in P19 Embry-
onal Carcinoma Cells Treated with Retdnoic Acid

CELL
Extracellular Matrices and Cell Adhesion Molecules

Production in Mammalian Cells of Chimeric Human/Sea Urchin Procollagen
Molecules Displaying Distinct Versions of the Minor Triple Helix

Muscles, Cell Motility, and Cytoskeleton
Myosin II Regulatory Light Chain as a Novel Substrate for AIM-1, an Aurora/

Ipllp-Related Kinase from Rat Rapid Communication

Endogenous Meltrin a Is Ubiquitously Expressed and Associated with the
Plasma Membrane but Exogenous Meltrin a Is Retained in the Endoplasmic
Reticulum

Isolation of-a cDNA Encoding the Motor Domain of Nonmuscle Myosin Which
Is Specifically Expressed in the Mantle Pallial Cell Layer of Scallop (Pati-
nopecten yessoensis)

Protein Targeting and Sorting
Identification of a Cryptic N-Terminal Signal in Saccharomyces cerevisiae Per-

oxisomal Citrate Synthase That Functions in Both Peroxisomal and Mito-
chondrial Targeting

Cell Death
Zinc Induces Mixed Types of Cell Death, Necrosis, and Apoptosis, in Molt-4

Cells

BIOTECHNOLOGY
Immunological Engineering

Single-Chain Fv with Fc Fragment of the Human IgGl Tag: Construction,
Pichia pastoris Expression and Antigen Ringing Characterization Rapid
Communication

Environmental Technology
Profile of a Nonylphenol-Degrading Microflora and Its Potential for Bioreme-

dial Applications

T. Takeuchi, S. Nakamura, A. Kayasuga, 1025
S. Isa, and K. Sato

N. Wakabayashi, R. Kageyama, T. Habu, 1087
T Doi, T. Morita, M. Nozafcd, M. Yamamoto,
and Y. Nishimune

C. Cluzel, C. Lethias, R. Garrone, and 957
J.-Y. Exposito

M. Murata-Hori, K Fumoto, Y. Fukuta, 903
T. Iwasaki, A. Kkuchi, M. Tateuka, and
FLHosoya

N. Kadota, A. Suzuki, Y. Nakagami, T. Izumi, 941
andT. Endo

Y. Hasegawa 983

J.G. Lee, S.P. Cho, H.S. Lee, C.H. Lee, 1059
K.a Bae, and P.J. Maeng

M. Hamatake, K. Iguchi, K Hirano, and 933
Rlshida

E.V. Andrade, F.C. Albuquerque, 891
L.M.P. Moraes, MM. Brigido, and
MA Santos-Silva

K. Fujii, N. Urano, H. Ushio, M. Satomi, 909
H. Iida, N. Uahio-Sata, and S. Kimura

The publication of this Journal was supported in part by a Grant-in-Aid for Publication of Scientific Research Result from Japan
Society for the Promotion of Science, which is gratefully acknowledged.



tv.

CONTENTS Rearranged According to Subject Categories, VoL 128, No. 6

BIOCHEMISTRY
Glycobiology and Carbohydrate Biochemistry

Sequence and Expression of Thai Rosewood p-Glucosidase/B-Fucosidase, a
Family 1 Glycosyl Hydrolase Glycoprotein

Kinetic Analysis of Interaction of Different Types of Rheumatoid Factors with
Immobilized IgG Using Surface Plasmon Resonance

Genomic Organization and Transcriptional Regulation of the Mouse GD3 Syn-
thase Gene (ST8Sia I): Comparison of Genomic Organization of the Mouse
Sialyltransferase Genes

Lipid Biochemistry
Subcellular Fractionation of Polyprenyl Diphosphate Synthase Activities

Responsible for the Syntheses of Polyprenols and Dolichols in Spinach
Leaves

Enzymology
Significance of Asn-77 and Trp-78 in the Catalytic Function of Undecaprenyl

Diphosphate Synthase of Micrococcus luteus B-P 26

X-Ray Crystal Structure and Catalytic Properties of Thr252He Mutant of Cyto-
chrome P450cam: Roles of Thr252 and Water in the Active Center

Biochemical Characterization, Cloning, and Sequencing of ADP-Dependent
(AMP-Forming) Glucokinase from Two Hyperthermophilic Archaea, Pyrococ-
cus furiosus and Thermacoccus litoralis

Biochemistry of Proteolysis
Biochemical Identification of the Neutral Endopeptidase Family Member

Responsible for the Catabolism of Amyloid (3 Peptide in the Brain Rapid
Communication

Renin Inhibits JV-Acetyl-D-Glucosamine 2-Epimerase (Renin-Binding Protein)

Proteolysis of Acidic Calponin by (j.-Calpain

Characterizing and Optimizing Protease/Peptide Inhibitor Interactions, a New
Application for Spot Synthesis

J.R. Ketudat Cairns, V. Champattanachai, 999
C. Srisomsap, B. Wittman-Liebold, B. Thiede,
and J. Svasti

A. Mataumoto, N. Kojima, F Takeuchi, and 1009
T. Mizuochi

S. Takashima, M. Kono, N. Kurosawa, 1033
Y. Yoshida, Y. Tachida. M. Inoue,
T. Kanematsu, and S. Tsuji

T. Sakaihara, A. Honda, S. Tateyama, and 1073
H. Sagami

K.Fujikura,Y.-W. Zhang, H.Yoshizaki, 917
T. Nishino, and T. Koyama

T. Hishiki, H. Shimada, S. Nagano, T. Egawa, 965
Y. Kanamori, R. Makino, S.-Y. Park,
S. Adachi, Y. Shiro, and Y. Ishimura

S. Koga, I. Yoshioka, H. Sakuraba, 1079
M. Takahashi, S. Sakasegawa, S. Shimizu,
and T. Ohshima

Y. Takaki, N. Iwata, S. Tsubuki, S. Taniguchi, 897
S. Toyoshima, B. Lu, N.P. Gerard, C. Gerard,
H.-J. Lee, K. Shirotani, and T.C. Saido

S. Takahashi, M. Kumagai, S. Shindo, 951
K. Saito, and Y. Kawamura

R. Yoshimoto, M. Hori, H. Ozaki, and 1045
H. Karaki

K. Hilpert, G. Hansen, H. Wessner, 1051
J. Schneider-Mergener, and W. Hbhne

Biochemistry in Diseases and Aging
Highly Increased Plasma Concentrations of the Nicked Form of B2 Glycopro-

tein I in Patients with Leukemia and with Lupus Anticoagulant: Measure-
ment with a Monoclonal Antibody Specific for a Nicked Form of Domain V

Y. Itoh, K. Inuzuka, I. Kohno, H. Wada, 1017
H. Shiku, N. Ohkura, and H. Kato

MOLECULAR BIOLOGY
Structure and Function of Genes and Other Genetic Materials

Identification of a Novel WD Repeatr-Containing Gene Predominantly Ex-
pressed in Developing and Regenerating Neurons

Cloning and Characterization of pcd Encoding A'-Piperideine-6-Carboxylate
Dehydrogenase from Flavobacterium lutescens EFO3084

H. Kato, S. Chen, H. Kiyama. K. Ikeda, 923
N. Kimura, K. Nakashima, and T. Taga

T. Fujii, T. Narita, H. Agematu, N. Agata, and 975
KIsshiki

Regulation of Gene Expression
Phorbol Ester-Potentiated Liposomal Transfection to Monocytic PLB-985 Cells LJ.Hao,D. Yang, Y. Fujii, A. Yamauchi,

N. Suzuki, H. Kikuchi, Y. Kaneda, and
M. Nakamura

989

(Contents continued on inside of back cover)


