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phate, stereochemistry, transamination,
Jhee, Yoshimura, Miles, Takeda, Miyahara,
Hirotsu, Soda, Kawata, Esaki, 679

aminoguanidine, calpain, crystallin, heredi-
tary cataract, inducible nitric oxide syn-
thase, Inomata, Hayashi, Shumiya, Kama-

shima, Ito, 771
aminopeptidase, peptidase, proline, prolyl

aminopeptddase, Serratia marcescens, sub-
strate recognition, Ito, Inoue, Kabashima,
Kanada, Huang, Ma, Azmi, Azab, Yoshim-
oto, 673

—, angiotensin, bradykinin, kallidin, metal-
lopeptidase, Hattori, Kitatani, Matsumoto,
Miyazawa, Rogi, Tsuruoka, Mizutani, Na-
tori, Tsujimoto, 755

amyloid (3 peptide, Alzheimer's disease, ca-
tabolism, neprilysiii, neutral endopeptd-
dase, Thkaki, Iwata, Tsubuki, Taniguchi,
Tbyoshima, Lu, Gerard, Gerard, Lee, Shiro-
tani, Saido, 897

angiotensin, aminopeptidase, bradykinin,
kalh'din, metallopeptidase, Hattori, Kita-
tani, Matsumoto, Miyazawa, Rogi, Tsu-
ruoka, Mizutani, Natori, Tsujimoto, 755

annexrn, glycosaminogrycan, phospholipid,
Satoh, Miwa, Kojima, Hirabayashi, Matsu-
moto, 377

—, caspase, caspase inhibitor, phosphati-
dylserine extemalization, zinc, Hamatake,
Iguchi, Hirano, Ishida, 933

anti-idiotype antibody, molecular mimicry,
MUC-1 antigen, Luo, Qi, Ma, Wang,
Wishart, 345

anti-phospholipid antibody syndrome, (Vsty"
coprotein I, lupus anticoagulant, mono-
clonal antibody, thrombosis, Itoh, Inuzuka,
Kohno, Wada, Shiku, Ohkura, Koto, 1017

antibody engineering, antibody fragment,
antigen binding, Pichia pastoris, single-
chain Fv, Andrade, Albuquerque, Moraes,
Brigido, Santos-Sdva, 891

antibody fragment, antibody engineering,
antigen binding, Pichia pastoris, single-
chain Fv, Andrade, Albuquerque, Moraes,
Brigido, Santos-Silva, 891

antigen binding, antibody engineering, anti-
body fragment, Pichia pastoris, single-
chain Fv, Andrade, Albuquerque, Moraes,
Brigido, Santos-Silva, 891

antimicrobial peptide, molecular dynamics
simulation, NMR solution structure, PCR
random mutagenesis, structure-function
relationship, thanatin, Taguchi, Kuwasako,
Suenaga, Okada, Momose, 745

apoE, astrocyte, astrocytoma, cholesterol,
HDL, Zhang, Ito, Koto, Yakoyama, 837

apoptosis, DAD1, Mcl-1, iV-linked glycosyla-
tion, taBN7, Makishima, Yoshimi, Komi-
yama, Hara, Nishimoto, 399

—, 3-aminobenzamide, cytolysis, poly(ADP-
ribose) polymerase, ricin, Komatsu, Naka-
gawa, Oda, Muramatsu, 463

archaea, glucokinase, hexokinase, hyperther-
mophiles, Pyrococcus furiosus, Thermococ-
cus litoralis, Koga, Yoshioka, Sakuraba,
Takahashi, Sakasegawa, Shimizu, Ohshi-
ma, 1079

Arg-gingipain, cysteine proteinases, Lys-gin-
gipain, periodontal diseases, Porphyromo-
nas gingwalis, Kadowaki, Nakayama,
Okamoto, Abe, Baba, Shi, Ratnayake,
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Yamamoto, 153
arginine methyltransferase, adenosine dial-

dehyde, lymphoblastoid cell, protein meth-
ylation, Lin, Hsieh, Li, Li, Pearson,
Pollard, Li, 493

astrocyte, apoE, astrocytoma, cholesterol,
HDL, Zhang, Ito, Koto, Yokoyama, 837

astrocytoma, apoE, astrocyte, cholesterol,
HDL, Zhang, Ito, Koto, Yokoyama, 837

atomic force microscopy, polynudeotide:ade-
nosine glycosidase, Red-Sepharose*, ribo-
some-inactivating protein, scanning force
microscopy, Barbieri, Valbonesi, Righi, Zuc-
cheri, Monti, Gorini, Samort, Stirpe, 883

ATP, AICA riboside, cell cycle, growth rate,
purine biosynthesis, Kondo, Yamaoka,
Honda, Miwa, Katashima, Moritani,
Yoshimoto, Hayashi, Itakura, 57

ATP analogues, energy transductdon, fluores-
cence, myosin, photoaffinity labeling,
Maruta, Homma, 695

ATP synthesis, ATPase inhibitor, F;FbATP-
ase, localized proton theory, membrane
potential, Iwatsuki, Lu, Yamaguchi, Ichi-
kawa, Hashimoto, 553

ATPase, CsS-particles, elongation factors,
mRNA, 30S-6SRNP, Ogata, Ohno, Terao,
Endo.l

—, E. coli, GTPase, 70S ribosome, Ogata,
Ohno, Morishita, Endo, Wada, 309

ATPase inhibitor, ATP synthesis, F,FoAase,
localized proton theory, membrane poten-
tial, Iwatsuki, Lu, Yamaguchi, Ichikawa,
Hashimoto, 553

autoantibodies, glycosylation, IgG, rheuma-
toid arthritis, rheumatoid factor, Matsu-
moto, Shikata, Takeuchi, Kojima, Mizu-
ochi,621

autoproteolysis, amino acid sequence, cal-
cium ion, Gloydiua halys brevicaudus, met-
alloprotease, Fujimura, Osfukawa, Tkrada,
Kimoto, 167

B

fJ-fucosidase, (J-glucosidase, glycosylation, re-
combinant expression, plant, Ketudat
Cairns, Champattanachai, Srisomsap,
Wittman-Liebold, Thiede, Suasti, 999

fi-glucosidase, fi-fucosidase, glycosylation, re-
combinant expression, plant, Ketudat
Cairns, Champattanachai, Srisomsap,
Wittman-Liebold, Thiede, Suasti, 999

Pj-glycoprotein I, antd-phospholipid antibody
syndrome, lupus anticoagulant, mono-
clonal antibody, thrombosis, Itoh, Inuzuka,
Kohno, Wada, Shiku, Ohkura, Koto, 1017

fl-turn, histidine-tryptophan interaction, N-
terminus, octapeptide repeat, prion pro-
tein, Yoshida, Matsushima, Kumaki, Naka-
ta, Hikichi, 271

B. subtUis, cell wall binding motif, spore pro-
tein, Kodama, Takamatsu, Asai, Oga-
sawara, Sadaie, Watabe, 655

bacteria, bioremediation, bioreactor, endo-
crine disrupter chemicals, nonylphenol,
Fujii, Urano, Ushio, Satomi, Iida, Ushio-
Sata,Kimura, 909

Bacteroides stercoris HJ-15, heparinase, he-
paran sulfate, purification, Kim, Kim, Kim,
Linhardt, Kim, 323

barotolerant Pseudomonas, barotropic phase
transition, differential scanning calorime-
try, hydrostatic pressure, membrane lipids,
Kaneko, Obuchi, Horikoshi, 727

barotropic phase transition, barotolerant
Pseudomonas, differential scanning calo-
rimetry, hydrostatic pressure, membrane
lipids, Kaneko, Obuchi, Horikoshi, 727

basal transcription, general repressor Tupl-
Ssn6, mediator, Saccftarumyces cereuisiae,
Sin4, Kunoh, Sakuno, Furukawa, Kaneko,
Harashima, 575

basement membrane, collagen IV, epithe-
lium, gene expression, testds, Saito, Naito,
Seki, Oohashi, Kimura, Momota, Kishiro,
Sado, Yoshioka, Ninomiya, 427

—, cathepsin L, 20-hydroxyecdysone, neural
remodeling, Sarcophaga peregrina, Fujii-
Thira, Tanaka, Homma, Natori, 539

binding protein, dimer, GlcNAc 2-epimerase,
high molecular weight, renin, lakahashi,
Kumagai, Shindo, Saito, Kawamura, 951

binding site, activation, aldo-keto reductase
family, 3a-hydroxysteroid dehydrogenase,
thyroxine, triiodothyronine, Yamamoto, No-
zaki, Shintani, Ishikura, Katagiri, Ham,
121

binding site structural motifs, docking stud-
ies, Erythrina corallodendron lectin,
Escherichia coli heat-labile enterotoxin, N-
acetyllactosamine binding, Teneberg, Bern-
tsson, Angstrom, 481

bioreactor, bacteria, bioremediation, endo-
crine disrupter chemicals, nonylphenol,
Fujii, Urano, Ushio, Satomi, Iida, Ushio-
Sata, Kimura, 909

bioremediation, bacteria, bioreactor, endo-
crine disrupter chemicals, nonylphenol,
Fujii, Urano, Ushio, Satomi, Iida, Ushio-
Sata, Kimura, 909

bisecting GlcNAc, iV-acetylglucosaminyl-
transferase, GnT-HT, nucleotide-sugar, sub-
strate specificity, Ikeda, Koyota, Ihara,
Yamaguchi, Korekane, Tsuda, Sasai, Tan-
iguchi, 609

bradykinin, aminopeptidase, angiotensin,
kallidin, metallopeptidase, Hattori, Kita-
tani, Matsumoto, Miyazawa, Rogi, Tsuru-
oka, Mizutani, Natori, Tsujimoto, 755

brain, -y-giutamyl transpeptidase, glutamyl
moiety, glutathione, membrane enzyme,
Yamaguchi, Takei, Araki, Ishii, Nagano,
Ichikawa, Kumanishi, Nawa, 101

C2 domain, Ca2* sensor, exocytosis, self-oligo-
merization, synaptotagmin, Fukuda, Miko-
shiba,637

C-terminal a-helix, human adenylate kinase,
hydrophobicity, Ayabe, Park, Takenaka,
lakenaka, Maruyama, Sumida, Onitsuka,
Hamada, 181

Cas*-regulatory function, scallop troponin C,
recombinants, Mg-ATPase activity, Ojima,
Koizumi, Ueyama, Inoue, Nishiia, 803

Ca1* sensor, C2 domain, exocytosis, self-oligo-
merization, synaptotagmin, Fukuda, Miko-
shiba, 637

calcium ion, amino acid sequence, autopro-
teolysis, doydius halys brevicaudus, met-
aUoprotease, Fujimura, Oshikawa, Terada,
Kimoto, 167

calmodulin, acidic calponin, actin, calpain,
proteolysis, Yoshimoto, Hori, Ozaki, Kar-
aki, 1045

calpain, aminoguanidine, crystallin, heredi-
tary cataract, inducible nitric oxide syn-
thase, Inomata, Hayashi, Shumiya, Kawa-
shima, Ito, 111

—, acidic calponin, actin, calmodulin, proteol-
ysis, Yoshimoto, Hori, Ozaki, Karaki, 1045

calpastatin, exon, isoform, multiple promot-
ers, protease inhibitor, Takano, Watanabe,
Hitomi, Maki, 83

cancer-associated retinopathy, neuron-specific
protein, paraneoplastic syndromes, polypy-
rimidine tract binding protein, PTB-like
protein, Kikuchi, Ichikawa, Ami, Tateiwa,
Fu, Higuchi, Yoshimura, 811

capacitative Ca2* entry, inositol 1,4,5-trispho-
sphate receptor, ryanodine receptor, tran-
sient receptor potential protein, Xue, Zhao,
Suda, Uchida, Oda, Chida, Ichiyama,
Nakamura,329

carboxyl proteinase, pepstatin-insensitive,
subsite preferences, substrate specificity,
thermostable enzyme, Oda, Ogasawara,
Oyama, Dunn, 499

carp, a-helix, differential scanning calorime-
try, light meromyosin, recombinant DNA,
Kakinuma, Hatanaka, Fukushima, Naka-
ya, Maeda, Doi, Ooi, Watabe, 11

caspase, annexin, caspase inhibitor, phos-
phatidylserine externalization, zinc,
Hamatake, Iguchi, Hirano, Ishida, 933

caspase inhibitor, annexin, caspase, phos-
phatidylserine externalization, zinc,
Hamatake, Iguchi, Hirano, Ishida, 933

catabolism, Alzheimer's disease, amyloid p
peptide, neprilysin, neutral endopeptidase,
Takaki, Iwata, Tsubuki, Taniguchi, Tbyo-
shima, Lu, Gerard, Gerard, Lee, Shirotani,
Saido, 897

catalase gene, core sequence, hepatocarcino-
genesis, silencer, transcriptional regula-
tion, Takeuchi, Nakamura, Kayasuga, Isa,
Sato, 1025

cathepsin B, hepatocyte, lysosome, mannose
6-phosphate, protein sorting, Tanaka, 7b-
naka, Kawabata, Noguchi, Himeno, 39

cathepsin L, basement membrane, 20-hy-
droxyecdysone, neural remodeling, Sarco-
phaga peregrina, Fujii-Taira, Tanaka,
Homma, Natori, 539

CBP/p300, IRF-3, phosphorylatdon, type I
interferon, virus infection, Suham, Yone-
yama, Iwamura, Yoshimura, Tamura, Na-
miki, Aimoto, Fujita, 301

cDNA cloning, cysteine proteinase, overex-
pression, phytocystatin, sunflower, Kou-
zuma, Inanaga, Doi-Kawano, Yamasaki,
Kimura, 161

cell cycle, AICA riboside, ATP, growth rate,
purine biosynthesis, Kondo, Yamaoka,
Honda, Miwa, Katashima, Moritani,
Yoshimoto, Hayashi, Itakura, 57

cell fusion, fusion protein, intracellular trans-
port, Af-linked oligosaccharide chain, Sen-
dai virus, Segawa, Yamashita, Kawakita,
Ttura, 65

cell wall binding motif; S. subtilis, spore pro-
tein, Kodama, Takamatsu, Asai, Oga-
sawara, Sadaie, Watabe, 655

CH/ir interaction, fluorophenylalanine, phe-
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nylalanine, thrombin receptor, Matsush-
ima, FujUa, Nose, ShimcJugashi, 225

chain entropy, disulfide, proteolysis, RNase,
stabilization, Futami, Tbda, Seno, Ish-
ikami, Yamada,245

chemical synthesis, disulfide linkage, molt-
inhibiting hormone, peptide thioester, Pro-
cambarus clarkii, Kawakami, Tbda, Akaji,
Nishimura, Nakatsuji, Ueno, Sonobe, Sono-
be, Aimoto, 455

chemotaxis, kinase inhibitors, myosin light-
chain kinase, Rho kinase, vascular smooth
muscle cells, Kishi, Bao, Kohama, 719

chloroplast, dolichol, microsomes, polyprenol,
prenyltransferase, spinach, Sakaihara,
Honda, Tateyama, Sagami, 1073

cholesterol, apoE, astrocyte, astrocytoma,
HDL, Zhang, Ito, Koto, Yokoyama, 837

cholesterol efflux, high-density lipoprotein,
macrophage, pregnenolone, reverse choles-
terol transport, Ikemoto, Furuchi, Ami,
Inoue, 251

chondroitin sulfate, chromosome mapping,
molecular cloning, proteoglycan, sulfo-
transferase, Okuda, Mita, Yamauchi,
Matsubara, Yogi, Yamamori, Fukuta,
Kuroiwa, Matsuda, Habuchi, 763

chromatin, actin-related protein, nuclear
localization, protein complex, transcrip-
tional regulation, Harata, Oma, Tabuchi,
Zhang, Stillman, Muuno, 665

chromosome, ABC transporter, GFP, inter-
feron-7, peptide transport, TAPL, Koba-
yashi, Kasano, Maeda, Hori, Motojima,
Suzuki, Fujiwara, Takahashi, Yabe, 7b-
naka, Kasahara, Yamaguchi, Maeda , 711

chromosome mapping, chondroitin sulfate,
molecular cloning, proteoglycan, sulfo-
transferase, Okuda, Mita, Yamauchi,
Matsubara, Yogi, Yamamon, Fukuta,
Kuroiwa, Matsuda, Habuchi, 763

citrate synthase, mitochondria, peroxisomes,
Saccharomyces cerevisiae, targeting signal,
Lee, Cho, Lee, Lee, Bae, Maeng, 1059

class II MHC, HLA-DR, peptide-binding
affinity, pocket engineering, Kim, Byun,
449

CLN2, lysosomes, neuronal ceroid lipofusci-
nosis, subunit c, tripeptidyl peptidase I,
Ezaki, Takeda-Ezaki, Kominami, 509

cloning, mantle, nonmusde myosin, pallial
cell layer, scallop, Hasegawa, 983

collagen, amino-propeptide, fibril, homotri-
mer, recombinant protein, Cluzel, Lethias,
Garrone, Exposito, 957

collagen IV, basement membrane, epithe-
lium, gene expression, testis, Saito, Naito,
SeJti, Oohashi, Kimura, Momota, Kishiro,
Sado, Yoshioka, Ninomiya, 427

compressibility, amino acid substitution, di-
hydrofolate reductase, flexible loops, struc-
tural flexibility, Gekko, Kamiyama, Ohmae,
Katayanagi, 21

computer program, peptide drug, protein evo-
lution, rational drug design, Ishida, Shirai,
Matsuda, Koto, Ohna, Isaji, Yamane, 561

COP I-coated vesicle, two-hybrid analysis,
vesicular transport, Futatsumori, Kasai,
Thkatsu, Shin, Nakayama, 793

core sequence, catalase gene, hepatocarcino-

genesis, silencer, transcriptional regula-
tion, Takeuchi, Nakamura, Kayasuga, Isa,
Sato, 1025

CpG island, imprinted genes, genomic im-
printing, KCNQ1DN, Wilms' tumors, Xin,
Soejima, Higashimoto, Yatsuki, Zhu,
Satoh, Masaki, Kaneko, Jinno, Fukuzawa,
Hata, Mukai, 847

crystal structure, MAD, L-methionine -y-lyase,
PLP enzyme, Pseudomonas putida, Moto-
shima, Inagaki, Kumasaka, Furuichi, Ino-
ue, Thmura, Esaki, Soda, Tanaka, Yama-
moto, Tanaka, 349

crystallin, aminoguanidine, calpain, heredi-
tary cataract, inducdble nitric oxide syn-
thase, Inomata, Hayashi, Shumiya, Kawa-
shima, Ito, 771

CsS-particles, ATPase, elongation factors,
mRNA, 30S-5SRNP, Ogata, Ohno, Terao,
Endo,\

CYP51, regulation, insulin, sterol 14-demeth-
ylase P450, sterol regulatory element bind-
ing protein (SREBP), streptozotocin, Yama-
shita, Kudo, Ishida, Nosfuro, Aoyama,
Yoshida,93

cysteine mutagenesis, E. coli, protein translo-
cation, SecG, sulfhydryl reagent, Naga-
mori, Nishiyama, Tbkuda, 129

cysteine proteinase, cDNA cloning, overex-
pression, phytocystatin, sunflower, Kou-
zuma, Inanaga, Doi-Kawano, Yamasaki,
Kimura, 161

—, fluorogenic substrate, Lys-gingipain, peri-
odontitis, Porphyromonas gingivalis, Abe,
Baba, Kadowaki, Okamoto, Okazaki, Asao,
Yamamoto, 877

—, Arg-gingipain, Lys-gingipain, periodonta]
diseases, Porphyromonas gingivalis, Kado-
waki, Nakayama, Okamoto, Abe, Baba,
Shi, Ratnayake, Yamamoto, 153

cytochrome bd, NADH-oxidase, Na* trans-
port, ubiquinol oxidase, Kim, Chi, Hwang,
Stark, Webster, 49

cytochrome c-553, cytochrome c oxidase, cyto-
chrome cbbj, Helicobacter pylori Koyanagi,
Nagata, Thmura, Tsukita, Sone, 371

cytochrome c oxidase, cytochrome c-553, cyto-
chrome cbb3, Helicobacter pylori Koyanagi,
Nagata, Tamura, Tsukita, Sone, 371

cytochrome cbbs, cytochrome c-553, cyto-
chrome c oxidase, Helicobacter pylori Koy-
anagi, Nagata, Thmura, Tsukita, Sone, 371

cytochrome P450, fatty acid a-hydroxylase,
heme-ligand interaction, peroxygenase,
Sphingomonas paucimobilis, Imai, Matsu-
naga, Kusunose, Ichihara, 189

cytochrome P450 4F2, A549 cell, fatty acid u>
hydroxylation, HepG2 cell, nuclear enve-
lope, Yamane, Abe, 827

cytochrome P450cam, oxygen activation, pro-
ton transfer, site-directed mutagenesis, X-
ray crystallography, Hishiki, Shimada, Na-
gano, Egawa, Kanamori, Makino, Park,
Adachi, Shiro, Ishimura, 965

cytokinesis, AIM-1, myosin II regulatory light
chain (MRLC), myosin light chain kinase
(MLCK), phosphorylation, Murata-Hori,
Fumoto, Fukuta, Iwasaki, Kikuchi, 7b-
tsuka, Hosoya, 903

cytolysis, 3-aminobenzamide, apoptosis, poly-
(ADP-ribose) polymerase, ricin, Komatsu,
Nakagawa, Oda, Muramatsu, 463

D

DAD1, apoptosis, Mcl-1, //-linked glycosyla-
tion, tsBN7, Makishima, Yoshimi, Kami-
yama, Hara, Nishimoto, 399

deficiency, histidine-rich glycoprotein, intrac-
ellular degradation, proteasome, Wakaba-
yashi, Yoshida, Shigekiyo, Koide, 201

denaturation, fluorescence quenching, matril-
ysin, matrix metalloproteinase, protein sta-
bility, Inouye, Tanaka, Oneda, 363

detergent, deuteration, diffusion coefficient,
NMR, RNA polymerase, Otomo, Yamazaki,
Murakami, Ishihama, Kyogoku, 337

deuteration, detergent, diffusion coefficient,
NMR, RNA polymerase, Otomo, Yamazaki,
Murakami, Ishihama, Kyogoku, 337

differential scanning calorimetry, ot-helix,
carp, light meromyosin, recombinant DNA,
Kakinuma, Hatanaka, Fukushima, Naka-
ya, Maeda, Doi, Ooi, Watabe, 11

—, barotolerant Pseudomonas, barotropic
phase transition, hydrostatic pressure,
membrane lipids, Kaneko, Obuchi, Horiko-
sW,727

diffusion coefficient, detergent, deuteration,
NMR, RNA polymerase, Otomo, Yamazaki,
Murakami, Ishihama, Kyogoku, 337

dihydrofolate reductase, amino acid substitu-
tion, compressibility, flexible loops, struc-
tural flexibility, Gekko, Kamiyama, Ohmae,
Katayanagi, 21

dimer, binding protein, GlcNAc 2-epimerase,
high molecular weight, renin, Takahashi,
Kumagai, Shindo, Saito, Kawamura, 951

dimethyl sulfoxide, enzyme activity, matril-
ysin, matrix metalloproteinase, salt activa-
tion, temperature, Oneda, Inouye, 785

directed evolution, active staining, prolyl
endopeptidase, thermostability, Uchiyama,
Inaoka, Ohkuma-Soyejima, Tbgame,
Shibanaka, Yoshimoto, Kokubo, 441

disulfide, chain entropy, proteolysis, RNase,
stabilization, Futami, Thda, Seno, Ishi-
kami, Yamada, 245

disulfide bond, epidermis, fatty acid-binding
protein, mass spectrometry, akin, Odani,
Namba, Ishii, Ono, Fujii, 355

disulfide linkage, chemical synthesis, molt-
inhibiting hormone, peptide thioester, Pro-
cambarus clarkii, Kawakami, Tbda, Akaji,
Nishimura, Nakatsuji, Ueno, Sonobe, Sono-
be, Aimoto, 455

divalent cations, fibrinogen, fibronectin re-
ceptor, integrin, RGD, Suehiro, Mizuguchi,
Nishiyama, Iwanaga, Farrell, Ohtaki, 705

Dnmtl, neurons, subcellular localization,
Inano, Suetake, Veda, Miyake, Nakamura,
Okada, Tajima, 315

docking studies, binding site structural
motifs, Erythrina carallodendron lectin,
Escherichia coli heat-labile enterotoxin, N-
acetyllactosamine binding, Teneberg, Bern-
tsson, Angstrdm, 481

dolichol, chloroplast, microsomes, polyprenol,
prenyltransferase, spinach, Sakaihara,
Honda, Tateyama, Sagami, 1073

domain conformational change, a-chymotryp-
sin, glycerol kinase, site-directed mutagen-
esis, Thermus aquaticus, Huang, Ito, Kaba-
shima, Yoshimoto, 207

dopa, dopamine, dopamine sulfate, manga-
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nese, tyrosine, Shirani Ranasinghe, Liu,
Sakakibara, Suiko, 477

dopamine, dopa, dopamine sulfate, manga-
nese, tyrosine, Shirani Ranasinghe, Liu,
Sakakibara, Suiko, 477

dopamine sulfate, dopa, dopamine, manga-
nese, tyrosine, Shirani Ranasinghe, Liu,
Sakakibara, Suiko, All

drug efflux, AcrAB, multidrug resistance,
site-directed mutagenesis, TolC, Kawabe,
Fujihira, Yamaguchi, 195

E

E. coli, cysteine mutagenesis, protein translo-
cation, SecG, sulfhydryl reagent, Naga-
mori, Nishiyama, Tbkuda, 129

—, ATPase, GTPase, 70S ribosome, Ogata,
Ohno, Monshita, Endo, Wada, 309

EGFP, Leptomycin B, NES, NLS, PKR, Thk-
izawa, Tatematsu, Watanabe, Yoshida,
Nakajima,411

electrophoretic mobility shift assay, neural
differentiation, retinoic acid, P19 embry-
onic carninoma cells, transcription factor,
Wakabayashi, Kageyama, Habit, Doi, Mori-
to, Nozaki, Yamamoto, Nishimune, 1087

ELJSA-based assay, amine-donor, microbial
transglutaminase, site-specific mutagene-
sis, Streptomyces protease inhibitor, sub-
strate specificity, Taguchi, Nishihama, Igi,
Ito, Thira, Motoki, Momose, 415

elongation factors, ATPase, CsS-particles,
mRNA, 30S-5SRNP, Ogata, Ohno, lento,
Endo,\

endocrine disrupter chemicals, bacteria, bio-
remediation, bioreactor, nonylphenol, Fujii,
Urano, Ushio, Satomi, Iida, Ushio-Sata,
Kimura, 909

endoglycoceramidase, gangliosides, glycosph-
ingolipids, homology cloning, NEP se-
quence, substrate specificity, Sakaguchi,
Okino, Sueyoshi, Izu, Ito, 145

endoplasmic reticulum, ADAM (MDC) family,
meltrin a (ADAM12), plasma membrane,
proteolytic processing, Kadota, Suzuki,
Nakagami, Izumi, Endo, 941

endothelial cells, glutathione, glyoxalase I,
nitrosative stress, S-nitrosoglutathione,
Mitsumoto, Kim, Oshima, Kunimoto, Oka-
wa, Iwamatsu, Nakagawa, 647

energy transduction, fluorescent probe, myo-
sin ATPase, transition state complex, X-ray
scattering, Maruta, Aihara, Uyehara,
Homma, Sugimoto, Wakabayashi, 687

—, ATP analogues, fluorescence, myosin, pho-
toaffinity labeling, Maruta, Homma, 695

enzyme activity, dimethyl sulfoxide, matril-
ysin, matrix metalloproteinase, salt activa-
tion, temperature, Oneda, Inouye, 785

enzyme-ligand interaction, D-amino acid oxi-
dase, flavoenzyme, nuclear magnetic reso-
nance, Raman spectra, Nishina, Sato,
Miura, Shiga, 213

epidermis, disulfide bond, fatty acid-binding
protein, mass spectrometry, skin, Odani,
Namba, Ishii, Ono, Fujii, 355

epithelium, basement membrane, collagen
IV, gene expression, testis, Saito, Naita,
Seki, Oohashi, Kimura, Momota, Kishiro,
Sado, Yoshioka, Ninomiya, 427

epitope mapping, F,-ATPase, monoclonal
antibodies, site directed mutagenesis,
Kamauchi, Fudemoto, Miki, Inoue, Kana-
zawa,629

ER stress, ER stress response element,
hypoxia, multiple transcription start sites,
ORP15O, Kaneda, Yura, Yanagi, 529

ER stress response element, ER stress,
hypoxia, multiple transcription start sites,
ORP150, Kaneda, Yura, Yanagi, 529

Erythrina corailodendron lectin, binding site
structural motifs, docking studies, Escheri-
chia coli heat-labile enterotoxin, iV-acetyl-
lactosamine binding, Teneberg, Berntsson,
Angstrom, 481

erythropoietin, glycoprotein, iV-glycan, Af-gly-
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ingolipids, homology cloning, NEP se-
quence, substrate specificity, Sakaguchi,
Okino, Sueyoshi, Izu, Ito, 145

GD3 synthase, genomic organization, molec-
ular cloning, sialyltransferase, transcrip-
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ylation, Lin, Hsieh, Li, Li, Pearson, Pol-
lard, Li, 493

Lys, inclusion body, NADH binding site, sali-
cylate hydroxylase, site-directed mutagene-
sis, Suzuki, Asao, Nakamura, Nakamura,
Ohnishi, Fukuda, 293

Lys-gingipain, Arg-gingipain, cysteine pro-
teinases, periodontal diseases, Porphyro-
monas gingivalis, Kadowaki, Nakayama,
Okamoto, Abe, Baba, Shi, Ratnayake,
Yamamoto, 153

—, cysteine proteinase, fluorogenic substrate,
periodontitis, Porphyromonas gingivalis,
Abe, Baba, Kadowaki, Okamoto, Okazaki,
Asao, Yamamoto, 877

lysosome, cathepsin B, hepatocyte, mannose
6-phosphate, protein sorting, Tanaka, Th-
naka, Kawabata, Noguchi, Himeno, 39

—, CLN2, neuronal ceroid lipofuscinosis, sub-
unit c, tripeptidyl peptidase I, Ezaki, Take-
da-Ezaki, Kominami, 509

M

macrophage, cholesterol efflux, high-density
lipoprotein, pregnenolone, reverse choles-
terol transport, Ikemoto, Furuchi, Ami,
Inoue,251

—, NAD glycohydrolase, Rt6.1, site-directed
mutagenesis, thiol, Hara, Terashima,
Shimoyama, Tsuchiya, 601

MAD, L-methionine 7-lyase, crystal structure,
PLP enzyme, Pseudomonas putida, Moto-
shima, Inagaki, Kumasaka, Furuichi, Ino-
ue, Tamura, Esaki, Soda, Tanaka, Yama-
moto, Tanaka, 349

manganese, dopa, dopamine, dopamine sul-
fete, tyrosine, Shirani Ranasinghe, Liu,
Sakakibara, Suiko, 477

mannose 6-phosphate, cathepsin B, hepato-
cyte, lysosome, protein sorting, Tanaka, Th-
naka, Kawabata, Noguchi, Himeno, 39

mantle, cloning, nonmuscle myosin, pallial
cell layer, scallop, Hasegawa, 983

MAPK, actin-activated MgATPase activity,
MRLC, myosin II, RSK, Suizu, Ueda, Iwa-
saki, Murata-Hori, Hosoya, 435

mass spectrometry, epidermis, disulfide bond,
fatty acid—binding protein, skin, Odani,
Namba, Ishii, Ono, Fujii, 355

matrilysin, denaturation, fluorescence
quenching, matrix metalloproteinase, pro-
tein stability, Inouye, Tanaka, Oneda, 363

—, dimethyl sulfoxide, enzyme activity,
matrix metalloproteinase, salt activation,
temperature, Oneda, Inouye, 785

matrix metalloproteinase, denaturation, fluo-
rescence quenching, matrilysin, protein
stability, Inouye, Tanaka, Oneda, 363

—, dimethyl sulfoxide, enzyme activity,
matrilysin, salt activation, temperature,
Oneda, Inouye, 785

Mcl-1, apoptosis, DAD1, iV-linked glycosyla-
tion, tsBN7, Makishima, Yoshimi, Komi-
yama, Hara, Nishimoto, 399

mediator, basal transcription, general repres-
sor Tupl-Ssn6, Saccharomyces cerevisiae,
Sin4, Kunoh, Sakuno, Furukawa, Kaneko,
Harashima, 575

meltrin a (ADAM12), ADAM (MDC) family,
endoplasmic reticulum, plasma membrane,
proteolytic processing, Kadota, Suzuki,
Nakagami, Izumi, Endo, 941

membrane enzyme, brain, -y-glutamyl trans-
peptidase, glutamyl moiety, glutathione,
Yamaguchi, Thkei, Araki, Ishii, Nagano,
Ichikawa, Kumanishi, Nawa, 101

membrane lipids, barotolerant Pseudomonas,
barotropic phase transition, differential
scanning calorimetry, hydrostatic pressure,
Kaneko, Obuchi, Horikoshi, 727

membrane potential, ATPase inhibitor, ATP
synthesis, F,FoATPase, localized proton
theory, Iwatsuki, Lu, Yamaguchi, Ichikawa,
Hashimoto, 553

metallopeptidase, aminopeptidase, angio-
tensin, bradykinin, kallidin, Hattori, Kita-
tani, Matsumoto, Miyazawa, Rogi, Tsuru-
oka, Mizutani, Natori, Tsujimoto, 755

metalloprotease, amino acid sequence, auto-
proteolysis, calcium ion, Gloydius halys
brevicaudus, Fujimura, Oshikawa, Terada,
Kimoto,l&l

L-methionine 7-lyase, MAD, crystal structure,
PLP enzyme, Pseudomonas putida, Moto-
shima, Inagaki, Kumasaka, Furuichi, Ino-
ue, Thmura, Esaki, Soda, Tanaka, Yama-
moto, Thnaka, 349

Mg-ATPase activity, scallop troponin C, Ca**-
regulatory function, recombinants, Ojima,
Koizumi, Ueyama, Inoue, Nishita, 803

microbial transglutaminase, amine-donor,
ELISA-based assay, site-specific mutagene-
sis, Streptomyces protease inhibitor, sub-
strate specificity, Thguchi, Nishihama, Igi,
Ito, Thira, Motoki, Momose, 415

microsomes, chloroplast, dolichol, polyprenol,
prenyltransferase, spinach, Sakaihara,
Honda, Tateyama, Sagami, 1073

mitochondria, citrate synthase, peroxisomes,
Saccharomyces cerevisiae, targeting signal,
Lee, Cho, Lee, Lee, Bae, Maeng, 1059

molecular cloning, chondroitin sulfate, chro-
mosome mapping, proteoglycan, sulfo-
transferase, Okuda, Mita, Yamauchi,
Matsubara, Yogi, Yamamori, Fukuta,



INDEX TO KEY WORDS XVU

M (cont'd)

Kuroiwa, Matsuda, Habuchi, 763
—, GD3 synthase, genomic organization, Bia-

lyitransferase, transcriptional regulation,
Takashima, Kono, Kurosawa, Yoshida,
Tbcfuda, Inoue, Kanematsu, Tsuji, 1033

molecular dynamics simulation, antimicro-
bial peptide, NMR solution structure, PCR
random mutagenesis, structure-function
relationship, thanatin, Taguchi, Kuwasako,
Suenaga, Okada, Momose, 745

molecular evolution, aminodeoxychorismate
lyase, pyridoxal 6'-phosphate, stereochem-
istry, transamination, Jhee, Yoshimura,
Miles, Takeda, Miyahara, Hirotsu, Soda,
Kawata, Esaki, 679

molecular mimicry, anti-idiotype antibody,
MUC-1 antigen, Luo, Qi, Ma, Wang,
Wishart,345

molecular modeling, JV-acetyllactosamine-
binding, glycosphingolipid recognition, lac-
tosylceramide, Solarium tuberosum lec-
tins, Ciopraga, Angstrom, Bergstrom,
Larsson, Karlsson, Motas, Gozia, Teneberg,
855

molt-inhibiting hormone, chemical synthesis,
disulfide linkage, peptide thioester, Pro-
cambarus clarkii, Kawakami, Toda, Akaji,
Nishimura, Nakatsuji, Ueno, Sonobe, Sono-
be, Aimoto, 455

molten globule, folding, Uganda-binding, mu-
tant, staphylococcal nudease, Li, Jing, 739

monoclonal antibody, epitope mapping, F,-
ATPase, site directed mutagenesis, Kama-
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629
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glycoprotein I, lupus anticoagulant, throm-
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motor neuron, nerve regeneration, neural de-
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MRLC, actin-activated MgATPase activity,
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morphism, variants, Choudhury, Moniaux,
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multidrug resistance, AcrAB, drug efflux,
site-directed mutagenesis, TblC, Kawabe,
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form, protease inhibitor, Takano, Wata-
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globule, staphylococcal nudease, Li, Jing,
739
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tuberosum lectins, Ciopraga, Angstrom,
Bergstrom, Larsson, Karlsson, Motas,
Gozia, Teneberg, 855

N-glycan, erythropoietin, glycoprotein, N-gly-
can function, AT-glycan-protein interaction,
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interaction, octapeptide repeat, prion pro-
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Na* transport, cytochrome bd, NADH-oxi-
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Kataoka, Sekiguchi, Shimazaki, Sato,
Takahashi, 407

neutral endopeptddase, Alzheimer's disease,
amyloid p peptide, catabolism, neprilysin,
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atic elastase, spot synthesis, Hilpert, Han-
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ORP150, ER stress, ER stress response ele-
ment, hypoxia, multiple transcription start
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p40fAa', NADPH oxidase, neutrophils, p6T**,
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Wakabayashi, Kageyama, Habu, Doi, Mori-
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pancreatic carcinoma, MUC4 mucin, poly-
morphism, variants, Choudhury, Moniaux,
Winpenny, Hollingsworth, Aubert, Batra,
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paraneoplastic syndromes, cancer-associated
retinopathy, neuron-specific protein, poly-
pyrimidine tract binding protein, PTB-like
protein, Kikuchi, Ichikawa, Arai, Tateiwa,
Fu, Higuchi, Yoshimura, 811
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terium lutescens IFO3084, lot, A'-piperi-
deine-6-carboxylate (P6C), Fujii, Nariia,
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PCR random mutagenesis, antimicrobial
peptide, molecular dynamics simulation,
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sako, Suenaga, Okada, Momose, 745
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subsite preferences, substrate specificity,
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peptidase, aminopeptidase, proline, prolyl
aminopeptidase, Serratia marcescens, sub-
strate recognition, Ito, Inoue, Kabashima,
Kanada, Huang, Ma, Azmi, Azab, Yoshim-
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peptide-binding affinity, class II MHC, HLA-
DR, pocket engineering, Kim, Byun, 449

peptide drug, computer program, protein evo-
lution, rational drug design, Ishida, Shirai,
Matsuda, Koto, Ohno, Isaji, Yamane, 561

peptide folding, N-terminal fragment, sta-
phylococcal nuclease, Yin, Jing, 113

peptide thioester, chemical synthesis, disul-
fide linkage, molt-inhibiting hormone, Pro-
cambarus clarkii, Kawakami, Tbda, Akaji,
Nishimura, Nakatsuji, Ueno, Sonobe, Sono-
be,Aimoto,455

peptide transport, ABC transporter, chromo-
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periodontal diseases, Arg-gingipain, cysteine
proteinases, Lys-gingipain, Porphyromonas
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mota Abe, Baba, Shi, Ratnayake, Yama-
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periodontitis, cysteine proteinase, fluoro-
genic substrate, Lys-gingipain, Porphy-
romonas gingivalis, Abe, Baba, Kadowaki,
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peroxygenase, cytochrome P450, fatty acid a-
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amylase inhibitor-like protein, evolution,
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nylalanine, thrombin receptor, Matsush-
ima, Fujita, Nose, Shimohigashi, 225

phorbol ester, neurotransmitter release,
phosphorylation, PKC, SNAP-25, Iwasaki,
Kataoka, Sekiguchi, Shimazalu, Sato,
Thkahashi, 407
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caspase, caspase inhibitor, zinc, Hamatake,
Iguchi, Hirano, Ishida, 933
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Satoh, Miwa, Kojima, Hirabayashi, Matsu-
moto,Zn

—, fatty acid composition, hepatoma cells,
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ayo, Linares, Garcia-Peregrin, 545
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interferon, virus infection, Suhara, Yone-
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—, neurotransmitter release, phorbol ester,
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chi, Shimazaki, Sato, Takahashi, 407
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light chain (MRLC), myosin light chain
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phosphotransferase enzyme I, glucose trans-
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photoafnnity labeling, ATP analogues, energy
transduction, fluorescence, myosin, Maru-
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zuma, Inanaga, Doi-Kawano, Yamasaki,
Kimura, 161
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lation, secretion, site-specific mutagenesis,
Asami, Nagano, Ikematsu, Murasugi, 823
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—, PLB-985 cells, TFL-01, TPA, transfection,
Hao, Yang, Fujii, Yamauchi, Suzuki, Kiku-
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tion, recombinant expression, Ketudat
Cairns, Champattanachai, Srisomsap,
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aminopeptidase, Serratia marcescens, sub-
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tidase, proline, Serratia marcescens, sub-
strate recognition, Ito, Inoue, Kabashima,
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recombinant protein, amino-propeptide, col-
lagen, fibril, homotrimer, Cluzel, Lethias,
Garrone, Exposito, 957

recombinants, scallop troponin C, Ca**-regu-
latory function, Mg-ATPase activity, Ojima,
Koizumi, Ueyama, Inoue, Nishita, 803

recombination, genome vector, positive selec-
tion, transformation, Itaya, Nagata, Shiro-
ishi, Fujita, Tsuge, 869

Red-Sepharose*, atomic force microscopy,
porynucleotide:adenosine glycosidase, ribo-
some-inactivating protein, scanning force
microscopy, Barbieri, Valbonesi, Righi, Zuc-
cheri, Monti, Gorini, Samori, Stirpe, 883

regulation, CYP51, insulin, sterol 14-demeth-
ylase P450, sterol regulatory element bind-
ing protein (SREBP), streptozotocin, Yama-
shita, Kudo, Ishida, Noshiro, Aoyama,
Yoshida, 93



XX INDEX TO KEY WORDS

R (cont'd)

renin, binding protein, dimer, GlcNAc 2-epi-
merase, high molecular weight, Takahashi,
Kumagai, Shindo, Saito, Kawamura, 951

retinoic acid, electrophoretic mobility shift
assay, neural differentiation, P19 embry-
onic carninoma cells, transcription factor,
Wakabayashi, Kageyama, Habu, Doi,
Morita, Nozaki, Yamamolu, Nushimune,
1087

reverse cholesterol transport, cholesterol
efflux, high-density lipoprotein, macroph-
age, pregnenolone, Ikemoto, Furuchi, Arai,
Inoue, 251

RGD, divalent cations, fibrinogen, fibronectin
receptor, integrin, Suehiro, Mizuguchi,
Nishiyama, Iwanaga, Farreli, Ohtaki, 705

rheumatoid arthritis, autoantibodies, glycosy-
lation, IgG, rheumatoid factor, Matsumoto,
Shikata, Thkeuchi, Kojima, Mizuochi, 621

—, immunoglobulin G, rheumatoid factor,
surface plasmon resonance, Matsumoto,
Kojima, Thkeuchi, Mizuochi, 1009

rheumatoid factor, autoantibodies, glycosyla-
tdon, IgG, rheumatoid arthritis, Matsu-
moto, Shikata, Takeuchi, Kojima, Mizu-
ochi,621

—, immunoglobulin G, rheumatoid arthritis,
surface plasmon resonance, Matsumoto,
Kojima, Takeuchi, Mizuochi, 1009

Rho kinase, chemotaxis, kinase inhibitors,
myosin light-chain kinase, vascular smooth
muscle cells, Kishi, Bao, Kohama, 719

ribosome-inactivating protein, atomic force
microscopy, polynudeotide:adenosine gly-
cosidase, Red-Sepharose*, scanning force
microscopy, Barbieri, Valbonesi, Righi, Zuc-
cheri, Monti, Gorini, Samori, Stirpe, 883

rice, RuBisCO, RuBisCO activase, Zhang,
Komatsu,383

ricin, 3-aminobenzamide, apoptosis, cytolysis,
poly(ADP-ribose) polymerase, Komatsu,
Nakagawa, Oda, Muramatsu, 463

RNA polymerase, detergent, deuteration, dif-
fusion coefficient, NMR, Otomo, Yamazaki,
Murakami, Ishihama, Kyagoku, 337

RNase, chain entropy, disulfide, proteolysis,
stabilization, Futami, Tada, Seno, Ish-
ikami, Yamada, 245

Rossmann-fold motif, alanine-scan, glucuro-
nyltransferase, HNK-1 carbohydrate epi-
tope, 3D-model, Ohtsubo, Imajo, Ishiguro,
Nakatani, Oka, Kawasaki, 283

RSK, actin-actdvated MgATPase activity,
MAPK, MRLC, myosin n, Suizu, Ueda,
Iwasaki, Murata-Hori, Hosoya, 435

Rt6.1, macrophage, NAD glycohydrolase,
site-directed mutagenesis, tbiol, Hara,
Terashima, Shimoyama, Tsuchiya, 601

RuBisCO, rice, RuBisCO activase, Zhang,
Komatsu,383

—, hysteresis, structural microheterogeneity,
Uemura, Shibata, Anwaruzzaman, Fuji-
waru, Higuchi, Kubayaahi, Kai, Yokoia, 591
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Katayanagi, 21

structural microheterogeneity, hysteresis,
RuBisCO, Uemura, Shibata, Anwaruzza-
man, Fujiwara, Higuchi, Kobayashi, Kai,
Yokota, 591

structure-function relationship, antimicro-
bial peptide, molecular dynamics simula-
tion, NMR solution structure, PCR random
mutagenesis, thanatin, Thguchi, Kuwa-
sako, Suenaga, Okada, Momose, 745

subcellular localization, Dnmtl, neurons,
Inano, Suetake, Ueda, Miyake, Nakamura,
Okada, Thjima, 315

subsite preferences, carboxyl proteinase, pep-
statin-insensitive, substrate specificity,
thermostable enzyme, Oda, Ogasawara,
Oyama, Dunn, 499

substrate recognition, aminopeptidase, peptd-
dase, proline, prolyl aminopeptidase, Ser-
ratio marcescens, Ito, Inoue, Kabashima,
Kanada, Huang, Ma, Azmi, Azab, Yoshi-
mate, 673

—, isoprenoid, prenyltransferase, undecapre-
nyl diphosphate synthase, site-directed
mutagenesis, Fujikura, Zhang, Yoshizaki,
Nishino, Koyama, 917

substrate specificity, endoglycoceramidase,
gangliosides, glycosphingolipids, homology

cloning, NEP sequence, Sakaguchi, Okino,
Sueyoshi, Izu, Ito, 145

—, amine-donor, ELISA-based assay, micro-
bial transglutaminase, site-specinc muta-
genesis, Streptomyces protease inhibitor,
Thguchi, Nishihama, Igi, Ito, laira, Moto-
ki, Momose, 415

—, carboxyl proteinase, pepstatin-insensitive,
subsite preferences, thermostable enzyme,
Oda, Ogasawara, Oyama, Dunn, 499

—, AZ-acetylglucosaminyltransferase, bisect-
ing GlcNAc, GnT-IH, nucleotide-sugar, Ike-
da, Koyota, Ihara, Yamaguchi, Korekane,
Tsuda, Sasai, Taniguchi, 609

subtdlisin E, oxidizing conditions, site-direct-
ed mutagenesis, sulfhydryl modification,
thermostability, Thkagi, Hirai, Wada,
Nakamori, 585

subunit c, CLN2, lysosomes, neuronal ceroid
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